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ABSTRACT Objective: To investigate the differential diagnosis and prognostic value of serum sCD276, CDF15 and TK1 in high
and low grade serous ovarian cancer. Methods: 60 patients with serous ovarian cancer admitted to our hospital from January 2019 to
January 2019 were divided into high-grade group (n=32) and low-grade group (n=28), and 30 patients with benign ovarian tumor
admitted during the same period were selected as control group. The patients were followed up for 3 years and divided into poor
prognosis group (n=20) and good prognosis group (n=40). The correlation indexes of the two groups were compared and the prognostic
value was discussed. Results: sCD276, CDF15 and TK1 in high-grade group were higher than those in other two groups (P<0.05); ROC
curve showed that the sensitivity and specificity of combined diagnosis were higher than that of single diagnosis. In prognosis analysis,
FIGO stage, lymph node metastasis, distant metastasis, tumor differentiation, sCD276, CDF15 and TK1 expression levels were different
between the two groups (P<0.05). logistic regression analysis showed that FIGO stage, distant metastasis, sCD276, CDF15 and TK1 were
independent prognostic factors of high and low grade serous ovarian cancer (P<0.05). Conclusion: sCD276, CDF15 and TK1 are of great
significance in the identification of high and low grade serous ovarian cancer, and the combined diagnosis of SCD276, CDF15 and TK1
has high sensitivity and specificity, which can further predict the prognosis of serous ovarian cancer.
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Table 1 Comparison of serum sCD276, CDF15, and TK1 expression levels among three groups of patients(xs)

Groups n sCD276(pg/mL) CDF15(ng/L) TK1(pmol/L)
Advanced Group 32 411.35+76.21 938.25+135.25 1.76+0.28
Low level group 28 318.98+46.35 735.24+124.37 1.24+0.32

Matched group 30 221.46+51.16 433.86+76.15 0.51+0.13
F - 23.373 18.791 21.263
P - 0.001 0.001 0.001
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Table 2 Diagnostic value of sCD276, CDF15 combined with TK1 for high-grade and low-grade serous ovarian cancer

Project Optimal threshold Sensitivity (%) Specificity (%) AUC 95%CI
sCD276 375.76 pg/mL 72.67 82.54 0.568 0.512-0.835
CDF15 912.59 ng/L 73.25 78.56 0.631 0.721-0.887
TK1 1.57 pmol/L 69.57 72.67 0.601 0.541-0.735
Joint efforts of the three parties - 83.54 81.45 0.717 0.798-0.935
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Table 3 General situation and comparison of various indicator levels in patients with different prognosis situations

Category Poor prognosis group(n=20) Good prognosis group(n=40) X/t P
Age
>50 years 13(65.00%) 29(72.50%) 0.360 0.550
< 50 years 7(35.00%) 11(27.50%)
FIGO staging
Phase [ - 1I 6(30.00%) 24(60.00%) 4.800 0.029
Phase [II-1V 14(70.00%) 16(40.00%)
Lymph node metastasis
Yse 12(60.00%) 5(12.50%) 14.820 0.001
No 8(40.00%) 35(87.50%)
Distant metastasis
Yse 7(35.00%) 2(5.00%) 9.410 0.002
No 13(65.00%) 38(95.00%)
Degree of tumor differentiation
high level 18(90.00%) 14(35.00%) 16.210 0.001
Low level 2(10.00%) 26(65.00%)
sCD276(pg/mL) 393.82+61.73 321.30+76.09 18.168 0.001
CDF15(ng/L) 933.31+126.75 815.46+137.48 10.592 0.001
TK1(pmol/L) 1.74+0.13 1.33+0.28 5.023 0.001
% 4sCD276 CDF15,TK1 345 AR5 4% il 14 U0 S a0 R Hil M E
Table 4 Prognostic value of sCD276, CDF15, and TK1 for high-grade and low-grade serous ovarian cancer
Factor Parameter Estimate standard error Wald P OR 95% CI
FIGO staging 0.464 0.105 8.484 0.016 2.774 1.876~4.010
Lymph node
. 0.288 0.117 0.572 0.247 2.576 1.362~3.026
metastasis
Distant metastasis 0.684 0.057 7.362 0.005 1.252 0.636~2.145
degree of tumor
differentiation 0.463 0.096 8.096 0.063 2.546 1.364~3.475
sCD276 0.635 0.108 10.484 0.028 0.464 0.210~1.347
CDFI15 0.457 0.089 8.145 0.030 2.458 1.359~3.257
TK1 0.325 0.124 6.352 0.025 1.356 0.879~3.654
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