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BE B 35T T 58 2801 45 (miRNA )-200b-5p . miR-424-5p &% 5 s R gk 3 45 42 BE IS BELER 3- 3B / & 8 % i
B/ i 5L 4 F v B E 32 % & (PBK/AKT/MTOR)Z i@ S An TG 69 % R, FAik:i£I 2016 £ 7 A ~2019 % 6 A ®Z T ¥ ER
Kigay 123 ple s ek, RATTRAMmEXE RN (QPCR) ANl &4 2 5 9% 4 28 2%  miR-200b-5p. miR-424-5p  PI3K 13 /¢
RNA(mRNA ), AKT mRNA .mTOR mRNA 4% ik, %4 miR-200b-5p .miR-424-5p %% 5 PI3K mRNA ,AKT mRNA . mTOR mRNA
F IR WARF AL W6 R RIS £ & . SRR K-M k%% R E miR-200b-5p . miR-424-5p R X T HEmEZ L AWML, R 55
FULRLE, T HIEML P miR-200b-5p . miR-424-5p F ik B4k, PI3BK mRNA ,AKT mRNA . mTOR mRNA % i #% (P<0.05),
Pearson #8 % P 547 2.7, & % 127 F miR-200b-5p . miR-424-5p % ix &5 PI3K mRNA AKT mRNA .mTOR mRNA %A 3% 2 #i 48
%, PI3K mRNA . AKT mRNA .mTOR mRNA #.ik 2 # # 48 % (P<0.05), miR-200b-5p.miR-424-5p %k 5 & H B H 102 E B IR
da = #3 B(FIGO ) 5 M etk &L 22 #:45  X (P<<0.05), K7 3 5,123 Bl EH 8 &5 R RAFE A 62.60%(77/123), K-M A 4w
.5 #7 277 ,miR-200b-5p . miR-424-5p # & ik 8 R AR 4 A 545 % T miR-200b-5p . miR-424-5p K & X 4 (P<0.05), ZEik: &AM
JE A4 % miR-200b-5p . miR-424-5p A& & ik , 55 542 & FIGO 4 # #h B 25 44 PI3K/AKT/mTOR 43 5 il %o UG H % .
FHET: F H R ; miR-200b-5p; miR-424-5p ; 5% 2245 4 ; PIBK/AKT/mTOR 43 538 % ; 7 J5
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Relationship Study between miR-200b-5p and miR-424-5p Expression
in Cervical Cancer Tissues and Clinicopathological Features,
PI3K/AKT/mTOR Signaling Pathway and Prognosis*
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ABSTRACT Objective: To investigate the relationship between microribonucleic acid (miRNA)-200b-5p and miR-424-5p expres-
sion in cervical cancer tissues and clinicopathological features, phosphatidylinositol 3-kinase/protein kinase B/mammalian target of
rapamycin (PI3K/AKT/mTOR) signaling pathway and prognosis. Methods: 123 patients with cervical cancer who were admitted to Xi'an
Central Hospital from July 2016 to June 2019 were selected. Quantitative polymerase chain reaction (QPCR) was used to detect the
expressions of miR-200b-5p, miR-424-5p, PI3K messenger RNA (mRNA), AKT mRNA and mTOR mRNA in cancer tissues and para-
cancer tissues. The correlation between the expressions of miR-200b-5p and miR-424-5p and the expressions of PI3K mRNA, AKT
mRNA and mTOR mRNA and their relationship with clinicopathological features were analyzed. Survival curves of patients with cervical
cancer with different expressions of miR-200b-5p and miR-424-5p were plotted by K-M method. Results: Compared with paracancer
tissues, the expressions of miR-200b-5p and miR-424-5p in cervical cancer tissues were decreased, while the expressions of PI3K mRNA,
AKT mRNA and mTOR mRNA were increased (P<<0.05). Pearson correlation analysis showed that the expressions of miR-200b-5p and
miR-424-5p in cervical cancer tissues were negatively correlated with the expressions of PI3K mRNA, AKT mRNA and mTOR mRNA,
the expressions of PI3K mRNA, AKT mRNA and mTOR mRNA were pairwise correlated (P<<0.05). The expressions of miR-200b-5p
and miR-424-5p were correlated with the degree of cervical cancer differentiation, International Federation of Gynecology and Obstetrics
(FIGO) staging and lymph node metastasis (P<<0.05). Following up for 3 years, the cumulative survival rate of 123 patients with cervical
cancer was 62.60% (77/123). K-M survival curve analysis showed that the cumulative survival rate of miR-200b-5p and miR-424-5p
high-expression groups were higher than that of miR-200b-5p and miR-424-5p low-expression groups, respectively (P<<0.05). Conclusion:
The low expression of miR-200b-5p and miR-424-5p in cervical cancer tissues is related to differentiation degree, FIGO stage, lymph
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node metastasis, PI3K/AKT/mTOR signaling pathway and prognosis.
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x| SHUEHAL 5ESEHL B miR-200b-5p, miR-424-5p PI3K mRNA, AKT mRNA . mTOR mRNA FiE LB (a2t s)
Table 1 Comparison of the expressions of miR-200b-5p, miR-424-5p, PI3K mRNA, AKT mRNA and mTOR mRNA in cervical cancer tissue and

paracancer tissue(xt s )

Groups n miR-200b-5p miR-424-5p PI3K mRNA AKT mRNA mTOR mRNA
Cervical cancer tissue 123 0.87+ 0.21 0.95+ 0.22 1.25+ 0.24 1.18+ 0.27 1.34+ 0.26
Paracancer tissue 123 1.49+ 0.26 1.63+ 0.40 0.79+ 0.19 0.87+ 0.19 0.85+ 0.23
t - -20.493 -16.550 16.982 10.568 15.658
P - <<0.001 <<0.001 <<0.001 <<0.001 <<0.001

* 2 BIEHL B miR-200b-5p, miR-424-5p Fix 5 PI3K mRNA AKT mRNA ,mTOR mRNA 3i% B % 14

Table 2 Correlation between the expressions of miR-200b-5p, miR-424-5p and PI3K mRNA, AKT mRNA and mTOR mRNA in cervical cancer tissues

miR-200b-5p miR-424-5p PI3K mRNA AKT mRNA mTOR mRNA
Indexes
r P r P r P r P r P
PI3K
-0.578 <<0.001 -0.575 <<0.001 - - 0.691 <<0.001 0.623 <0.001
mRNA
AKT
-0.615 <0.001 -0.577 <<0.001 0.691 <<0.001 - - 0.669 <0.001
mRNA
mTOR
-0.526 <0.001 -0.609 <0.001 0.623 <0.001 0.669 <0.001 - -
mRNA

% 3 miR-200b-5p miR-424-5p Fik 5 B HE I RARIESFERI K R (xt 5)

Table 3 Relationship between expression of miR-200b-5p and miR-424-5p and clinicopathological features of cervical cancer(xt s

Items n miR-200b-5p t P miR-424-5p t P
Age 0.040 0.968 0.080 0.937
=50 years 57 0.87+ 0.19 0.95+ 0.22
<50 years 66 0.87+ 0.23 0.95+ 0.23
Pathological type -0.507 0.613 -0.485 0.629
Squamous cell carcinoma 100 0.86+ 0.22 0.94+ 0.22
Adenocarcinoma 23 0.89+ 0.17 0.97+ 0.23
HPV infection -1.188 0.237 -1.263 0.209
Positive 102 0.86+ 0.22 0.94+ 0.22
Negative 21 0.92+ 0.18 1.00+ 0.23
Tumor diameter -1.592 0.114 -1.523 0.130
=4 cm 76 0.84+ 0.21 091+ 0.22
<4 cm 47 0.90+ 0.21 0.99+ 0.23
Degree of differentiation -2.693 0.008 -2.732 0.007
Poor differentiation 49 0.79% 0.17 0.86% 0.20
Medium-high
differentiation 74 0.89+ 0.22 0.97+ 0.23
FIGO staging 2424 0.017 2.535 0.013
[ ~1I stage 58 091+ 0.20 1.00+ 0.22
I stage 65 0.82+ 0.22 0.90+ 0.22
Lymph node metastasis 3.572 0.001 3.429 0.001
Yes 55 0.79+ 0.18 0.87+ 0.22
No 68 0.92+ 0.22 1.01+ 0.21
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Fig.1 K-M survival curve of patients with cervical cancer with different expressions of miR-200b-5p and miR-424-5p
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