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Expression and Clinical Significance of miR-1165-3p and miR-145
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ABSTRACT Objective: To investigate the expression and clinical significance of MicroRNA (miR)-1165-3p and miR-145 levels in
patients with bronchial asthma. Methods: 62 patients with bronchial asthma in The Sixth Medical Center of the General Hospital of the
Chinese People's Liberation Army from January 2021 to March 2022 were selected as the research group, including 27 cases of mild
acute attack, 22 cases of moderate acute attack and 13 cases of severe acute attack. Another 30 healthy subjects of the same period and
age were collected as the control group. Quantitative Real-time PCR (RT-PCR) was used to detect the expression levels of serum
miR-1165-3p and miR-145 in each group. Spearman correlation analysis was used to analyze the correlation between serum
miR-1165-3p and miR-145 in patients with different degrees of bronchial asthma. The diagnostic efficacy of serum miR-1165-3p and
miR-145 in different degrees of bronchial asthma was analyzed by receiver operating characteristic (ROC). Results: Compared with the
control group, the levels of IL-6, eosinophils and total IgE in the study group were significantly increased, while forced expiratory volume
in the first second (FEV)) of forecast (FEV,%) was significantly decreased (P<0.05). The expression levels of serum miR-1165-3p and
miR-145 in patients with bronchial asthma of different severity (mild, moderate and severe) were higher than those in healthy control
group, the more severe bronchial asthma was, the higher the expression level was, and the difference between groups and within groups
was statistically significant(P<0.05). Spearman correlation analysis showed that the expression levels of miR-1165-3p, miR-145 and IL-6
were positively correlated with the severity of asthma (P<0.05), FEV,% was negatively correlated with the severity of asthma(P<0.05),
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eosinophils and total IgE were not correlated with the severity of asthma (P2>0.05). The area under the curve (AUC) (0.95CI) of serum
miR-1165-3p in the diagnosis of mild, moderate and severe acute bronchial asthma were 3.085 (0.326-29.221), 0.712 (0.611-0.829) and
0.755 (0.602-0.948), respectively. The AUC (0.95ci) of miR-145 was 0.833 (0.708-0.979), 0.754 (0.590-0.964), 0.816(0.671-0.993),

respectively. Conclusion: Serum miR-1165-3p, miR-145 expression levels have high diagnostic efficiency, the more severe bronchial

asthma, the higher the specificity of diagnosis, which can be used as non-invasive diagnostic indicators of bronchial asthma severity.
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Table 1 Comparison of clinical data of each group

Research group(n=62)

Clinical data Control group(n=30) F(x?value P value
Mild group(n=27) Moderate group(n=22) Severe group(n=13)
Age(xs) 34.15+8.52 33.61+8.52 31.85+8.52 35.74+8.52 0.623 0.602
Gender(male/female) 16/14 12/15 14/8 13/6 (3.261) 0.353
BMI(kg/m?) 27.63+3.87 27.93+4.10 29.34+3.92 28.64+3.62 0.983 0.404
Smoking history(%) 13(43.33) 10(37.04) 9(40.91) 6(46.15) (0.754) 0.860
Family history(%) 12(40.00) 11(40.74) 8(36.36) 4(30.77) (2.320) 0.509
Rhinallergosis(%) 19(63.33) 17(62.96) 15(68.18) 7(53.85) (5.037) 0.169
Allergic bronchopulmonary

aspergillosis(%) 8(26.67) 4(14.81) 3(13.64) 2(15.38) (2.766) 0.429
IL-6(pg/mL) 29.51+2.11 43.71+£2.70* 71.88+3.03* 88.79+2.75% 2111.269 0.000
Eosinophils(x10°%L) 0.51+0.11 0.82+0.24° 1.46+0.52 1.82+0.54% 56.947 0.000
Total IgE(IU/mL) 44.26+1.84 50.28+2.07* 57.00£2.14* 64.83+2.56% 348.820 0.000
FEV % 88.00+3.63 80.57+4.33¢ 72.58+3.94® 53.62+4.48% 234.468 0.000

Note: The marked abc was compared with the control group, mild group and moderate group, P<<0.05.

2.2 [f1i5 miR-1165-3p.miR-145 FikKF L&
TRl RR B S R W R R P V) I
miR-1165-3p \miR-145 kK35 T AL, 2B

™, LR KB, ELAA R (20 N A s S Bt
B X (P<0.05), W5 2,

& 2 & miR-1165-3p miR-145 Fik KT PbAR (s )

Table 2 Comparison of serum miR-1165-3p and miR-145 expression levels(xzs )

Groups n miR-1165-3p miR-145
Control group 30 0.19+0.07 0.21+0.07
Research group Mild group 27 0.43+0.11* 0.52+0.13*
Moderate group 22 0.64+0.15® 0.76+0.17*
Severe group 13 0.97+0.21% 1.05+0.20*
F value 125.089 137.533
P value 0.000 0.000

Note: The marked abc was compared with the control group, mild group and moderate group, P<<0.05.

2.3 Mfi& miR-1165-3p . miR-145 FikK FEZSEREHEIEEL
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Thel=" % 2= & 3= F & . ZHH X0 :miR-1165-3p,
miR-145 IL-6 F k7K P52 0™ R 2 IFAC (P<<0.05),
FEV, %55 122 iy 7™ 25 F2 15 2 61 AH 56 (P<<0.05) , FE TR AL A1 I L
IgE 55 W M /™ E P B TOAH G (P>0.05), L3 3,
2.4 M7 miR-1165-3p.miR-145 EARRREE LS SR EHH
KIS W SBE M

HE— ARV LT miR-1165-3p .miR-145 FEAR R 2 X<,
BN HR R TP A2 RE , EES ROC 2 W/ i i, 3% 40

B WS T A e R AS KPR R R 7 s T4
B, 157 ROC I (H140) . FELUARPFULG 2 ROC ki3
PR B A, XN TSR B (U RS
H T REAS BT AN - (X Sk R A DU S A A
L0 BHPAAEAS , LIOGE BRZE A B AR 5 (2) % v B Stk S A - A
R BV R AR R BRPEREAS , LIXH R 2 AN A MR AR 5 (3)
XA DI SRR AU FHVEREAS, DAX IRAL
e U R AL BIPEREAR s 28 ROC 4301 : B R AT B
A2 B FA LT miR-1165-3p 845 I T HIA(AUC)
(0.95CI) 43 %1 %y 3.085(0.326~29.221).0.712(0.611~0.829) ,
0.755(0.602~0.948 ), Ifil i miR-145 $5#5H) AUC(0.95CT) 341
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Table 3 Correlation analysis between bronchial asthma patients with different degrees and miR-1165-3p, miR-145, IL-6,
eosinophils, total IgE, FEV % levels
miR-1165-3p miR-145 IL-6 Eosinophils Total IgE FEV,%
Groups

r P r P r P r P r P r P
Mild group 0.512 0.000 0.517 0.000 0.501 0.000 0.231 0.063 0.132 0.103  -0.423  0.003
Moderate group 0.462 0.003 0.463 0.007 0.486 0.000 0.154 0.096 0.224 0.096  -0.482  0.005
Severe group 0.523 0.001 0.505 0.002 0.436 0.003 0.221 0.063 0.312 0.123 -0.449 0.007

24 0.833(0.708 ~0.979),0.754 (0.590 ~0.964 ) ,0.816 (0.671 ~
0.993). AR, R ST EL, 03 miR-1165-3p.

miR-145 FR/KF X 2 W R RE R . DLk 4,14 1.

% 4 & miR-1165-3p.miR-145 FiAKEXREIZE T SE RIS HiEsE

Table 4 Diagnostic efficacy of serum miR-1165-3p and miR-145 expression levels in different degrees of bronchial asthma

Indexes Groups AUC(0.95CT) Sensitivity Specificity Yodon index
miR-1165-3p Mild group 0.712(0.611~0.829) 0.705 0.719 0.424
Moderate group 0.755(0.602~0.948) 0.760 0.742 0.502
Severe group 0.833(0.708~0.979) 0.830 0.831 0.661
miR-145 Mild group 0.754(0.590~0.964) 0.747 0.760 0.507
Moderate group 0.816(0.671~0.993) 0.824 0.796 0.620
Severe group 0.857(0.769~0.955) 0.860 0.862 0.722
1.0 - 1.0 L)
08 08
L " L
Eosf Z 06}
2 =
= L @ L
17} =
g @
« 04 miR-1165-3p 0.4 miR-145
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Fig. 1 ROC curve of serum miR-1165-3p and miR-145 expression levels in diagnosis of bronchial asthma of different degrees
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