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BE BAY:ART# A LncRNA FAR2P1 /2 UM & & 4 K% b 09 4E A Ao vhr . Joik : 5% 2L ) 48 B 3% ( The cancer genome atlas, TCGA,
https://portal.gdc.cancer.gov/) # ¥ B 447 LncRNA FAR2P1 £ f % ik %, #4% 169 45 LncRNA FAR2P1 & £k 69 SL0g /5 % % Fo
1180 4 LncRNA FAR2P1 4& % ik & 2135 %4, 547 LncRNA FAR2P1 5 LR % 2 TS a9 A0 A M. B e 4) A St = 2 35 b Bl
#4544 5 (QRT-PCR)#: M LncRNA FAR2P1 72 Ui 55 20 i, 2 (MDA-MB-231,SKBR3 ) fo Ui % b & 2w i (MCF-10A) v #9 & 3%
KA B g T 36 (si-RNA) 3£ 134% £ 5 FAR2P1 #4 2m L4k, Cell Counting Kit-8( CCKS8) 5234 EDU 52 8o | %, K T6 A% 3146 40 I3 54 7%
71, Transwell 523548 50 FAR2P1 *f4m i L 4% 69 % v 5 8 1L AL X 4947 FAR2PL & &A% 2n e /A == ; 4k A 5 AP 8 #E AL 3% 4 FAR2PI
FEAR AT SR B IEAE 6T 4E R . 458 . LncRNA FAR2P1 /£ MDA-MB-231 SKBR3 F 4 ik R 245, F B 5 U BB 576 f
¥, RIFEIEE I, F4K MDA-MB-231 #= SKBR3 #mjitL ¥ 45 FAR2P1 J& , 2u 6938 si 48 A An it A5 48 /1835 122 A — F A 2+
o WA RIBAER 2RI FAR2PL AL B8, SUMLJE 4m BG 38 20 4% ) B 5 Ak, 4518 : LncRNA FAR2P1 £ SURLJE WP & Rk,
AL LRI IR R T e it A

KT K 4k 3k % A5 RNA;FAR2PL; JUR R ; 38 7 ; it 4
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Effect of LNCRNA FAR2P1 on Proliferation, Migration
and Apoptosis of Breast Cancer Cells*
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ABSTRACT Objective: To investigate the biological role and influence of novel LncRNA FAR2P1 in the tumorigenesis and
progress of breast cancer. Methods: The cancer genome atlas( TCGA, https://portal.gdc.cancer.gov/) database was used to analyze the dif-
ferential expression of LncRNA FAR2P1. According to the follow-up data of 169 breast cancer patients with high expression of LncRNA
FAR2P1 and 1180 breast cancer patients with low expression of LncRNA FAR2PI, the relation between LncRNA FAR2P1 and the prog-
nosis was analyzed. Qrt-pcr was used to explore the expression of LncRNA FAR2P1 in McF-10a and MDA-MB-231 SKBR3 cells. The
effects of FAR2P1 on the proliferation and migration of cells were evaluated by in vitro experiments, such as Cell Counting KIT-8
(CCK&8) method, EDU method, clone formation method and Transwell method.Flow cytometry was used to detect whether FAR2P1 reg-
ulates the apoptosis process of cells. The regulatory effect of FAR2P1 on cell proliferation in vivo was further investigated. Results: The
expression of LncRNA FAR2P1 is obviously increased in breast cancer tissues and cell line MDA-MB-231 SKBR3, and is negatively
relate with the prognosis of patients. Compared with the control, the silencing FAR2P1 significantly reduced the proliferation and migration
ability of MDA-MB-231 and SKBR3, but improved the proportion of apoptosis.In vivo xenogenic tumor model showed that silencing
FAR2P1 markedly decreased the proliferation ability of breast cancer compared with the control groups. Conclusion: LncRNA FAR2P1
is highly expressed in breast cancer and plays an important role in regulating the proliferation, apoptosis and migration of breast cancer.
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A IRFU A IR g vh e e L B — 7 5 i TR E 2L i 1y
R AR T A, ST B i B DU AL, X 2 R A AR R
AT PER R P, 2UREE R T L4 Luminal A B
Luminal B % =B}z HER2 3 33K B PURPE TS, 35 JL-H4F
K, FLIE IS AT AR R T DU R R, iy )
BIT . NAPNRIT AR FARE L RE R T BE R,
(B Ry ik e R e A% X T 3L IR YT R B AT 2 EL R PR, 2947
20-30% 7L IR B ARSI B ek AR e i HLRLE e
JE & BRI R TR RIUR R R e R RS R, S
e NN TR NV R R U U MPNE N Sr) e 2 il LA

KA5EdE 45 RNA(Long non-coding RNAs, LncRNAs )& K:
FERB I 200 PRI A, I BILPJork it 8 H BT, Bk
22 AT Y R B, IncRNAs 7EF% 545 .mRNA il L A% 454
B A5 )y TR S AR S VRO, 3R AT 2 5 g i) 2 A
HEJED I TR A s s S SRR 12 WA TS 2500,
51130, IncRNA cas9 ] i TGFR2 g i /5% b Ja 41 it Ha 5 Al
| Bz 4 fa] 3 %% Ak ( Epithelial-mesenchymal transition, EMT)!™
IncRNA CASCS 3 i I 8 hnRNPL i £ 45 8tk 240 i 14 1
FEAES i 2415, LncRNA AFAP1-AS1 Al {2 fifidis 4 i i) i 4%
AR 2250, KA 5Y LncRNA 7R & A= & Jeerh iFE T
Jihe £ PR R R TS R LA L

LncRNA FAR2P1 SR TBIERH 7 T AJEEH 2 S @ik,
G SRAAK 4541 bp, AT M ARA RIE LT FAR2PL (5 4
W7 B Yol TCGA Bdls e & Bl T LncRNA FAR2P1 73 Ji
JEh BRI X PR A E TS B A AR Z 0w, K
FAR2P1 7EARME b (8 2 3R /KT, 235 2R b s L U s 2 LA LG 1
FLAR b R AR . FRE S M N Tt FAR2PL 3%
KK FEAN IS AR, P8 T A Ay T FAR2PL dnfar i 42
FLAER 2 . B e 3B T AR SRS RS RIS FAR2PT ZE(R N
T FLAR R AR A sz e, DO LR R IR R 2112
Wl B AT MR A T AR AR R TS

I R 5% E

1.1

FLARIEANNL R (MDA-MB-231 SKBR3 ) K iF % FLAR 1 12 41
Jitt (MCF-10A) Jif Fil () DMEM K5 3% 5£ 1 K T+ gibeo (1,
FE0); 113851 3 T NEWZERUMGHT 7 22); TRIzol 1071 A F% it
F T Invitrogen (13 , 1 [E) s 1% 5 S SR 2 it PCR i
Fl e JATRF &ML T vazyme (B 5L, T E ) ; CCKS X7 &1
9 MedChemExpress( I3 , s[5 ) s EDU i £ W0 35 T 5
(TR B D)
12 Fik
12,1 HatE#H 5%  MDA-MB-231 SKBR3 & MCF-10A
ANMLE T 37 'C .5 % CO, WS MG R4, 1IR3 N 90 %
DMEM, 10 %548 3% 1 %7 55 = FsE R % . 408 5060 T45
FRIL e, Br 3R AR 2 R — 1K 5 Y 40 M 25 13 35 31 80 %ol , 7
FHEFRAL PBS PR , A SRR FRAR AL 1 405, 84
BRI R TR R B B DA L B0 30 2K LR IO AT
BEERE IR, 0 B OB AR e ANl 7S PN, 4%
IKH] 70 %A AT HEA T G, BRAL B AN T - TCRE EP & P9 433

HA 250 uL Opti-MEM, #RJEARIEAHAIEE RN A 8-10 wL siR-
NA(NC 441 siRNA )53 (1) EP 48 P9I S 4811 Lipofec-
tamine 2000, {51 J5 = IREHE 5 20580 RGBS NAF BRI, 12
BRUHTIRAEE TER 20 4040 85 R G o 275 fLak
AL 500 WLIR AV, T4 B A 1.5 mL Opti-MEM, 4% 4% 52,
AEUMRAE AT 5 )5 TR 246 L 6 /NI 5 4 i fif 56 42 B 5
B Y 24 /NS  WOAR AR T AT B SR S (qPCR SEEGA
122 IMESWABEESEHmERLE  FZIAIE RNA, SFQ
T JEFRMAMA 1 mL Trizol i7], iR HE 5 7505 IER]
EP &N ; FHIIA 200 pL &5, #EREFE S 4340512000 5% /
S8R4T B0 15 438 R R IRI FISWOMAFT R EP B,
FRMATA A FATR S B, #5810 538f ;12000 % / 535
(4 °CLE.0 12 2080, BTRUUER A 1 mL 75% B, BT
5% EP I UUNE IR /014 5 7500 &% / 43 (4 °C B0 5 4080,
Weds 3, sl T 5 A —2 it RNA-free 7K RNA, X
W VR AT 5 2R A0 40 6 6 BE T E RNA VB . 3 IF &
IncRNA FAR2P1 FINZ: GAPDH )75 |4 (3 1), %% it
19 RNA, #RJ5# 17 qRT-PCR S5, RV EKFRH 10 pL
(ddH,0 3.6 wL A5 H cDNA 1.0 wL., FHFAIFiE5 1445 0.2 uL.
SYBR 5.0 pL).

1 BXERIMF

Table 1 Primer sequences of related genes

Sequences

forward: 5'-TACAGCCGTCAATCTCCCAC-3'
FAR2P1
reverse: 5'-GTACCAGGAAACTTCCCCACA-3'

forward: 5'-GGGAGCCAAAAGGGTCAT-3'
GAPDH
reverse: 5'-GAGTCCTTCCACGATACCAA-3'

1.2.3 CCK8 £ 5 4L 24 /N 5 19 200 B I 4 SR 55 5 05k, T
VeI L YA , TS R AN A 21 96 FLAR R, R4 6 T E
L., FFLZ 2000-3000 4L, AL EABUR 200 wL, BT 57
FOELRIGTR 5 K B K [A)— I R B — B 37 25 R R R 3 A 4L
JIA 100 pL CCK8 FiMRT (58 245373 : CCK8 37 =9: 1), %
H 2 /N BEARSCR 450 nm Ah IR G

124 FIRRERBRER Y 24 /PEHERIMMEHEIL T 2k,
BOOEEIF R, 40 ( 1000-1500 4 / L) BFF S LR,
FUIMA 2 mL K533, 44 3 AN AL B R RO T B IR ik
BT KI— UGB FRIE 555 10-14 K5 47 3R ML A9 40
0 5 A SR e AL AT LSS, 3 e B AR B2k B 77 B LA 1 mL
PBS &% 1-2 AR E A 1 mL FE B 5 30 20dh e, A 45
SRR, 30 St BUJE T PBS WEBEAS LIRS EHARRT, JHAH
BT RO EA T 40

1.2.5 HMIpRMEOEFZE 5040 ( BAU )R IE s SR8 oy 0l 24
FUAR R - AMIC F K 200 50 B Tl T TE ) 24 FLAR
N, B 4 AE L. 24 /NS S QAR 6 /N JE BRI . S 24
INBEJE SRR SRS LA 300 wL Ed U 5375, 37 Chig
H 4 h,PBS JHVE 2 IR, R 5 4080 85 4%2 B P B TR 5 2
30 4345 A 200 pL H &R, ¥R E 5 404, PBS ik 5
S350 A 200 WL 0.5%Triton X-100, fif a5 RIFEE 10 434k,
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PBS ¥ ¥E 5 438 A 300 pwL 1 1% Apollo et )z b i, 5 &
30 434 (FE R ) s A 200 wL A9 0.5 %Triton X-100, F/i {4,
PR BWEWE 2 W, Bk 10 4380 &5 EALANA 200 wl 11
Hoechst 33342 JZ N, 55 30 434h (1 &8 ), PBS 1Kk, &
2t WAMEAARR  Image FRALH G THE P ALAIME EAU BAPEZR
FEAESTEE o
1.2.6 Transwell L3 ZHARSE YL 24 /NS THAL T 2K, 5823k
TR RTHACSE B0 R BR I IR & G 5 95 5, &) 2
MG B AR (10 T4/ FL)JINA transwell /NEH) FJZ, T
JEIMA 600 WL & 20%J16 45 LT 1 58 kG 7Rk, Higr 48 /hif
J5, HBERETE 30 434, 25 A 52 UL 8 30 434, JT PBS Y Uk =i,
BV R AT 7RI B MR 24 E .
12,7 FREAARGMAET 4 48 /RIS
TEE N (B AR VRO ATIR 2D, 1800 5% / 344 (4°C
O 55380 AT 1) PBS, 1800 %% / 434 (4 °C B0 5 4
), RS N PBS, AAF LA 100 pL Binding Buffe 342
BIRA], 5B IRPOL R (FITC)-Annexin V FIBUENIES S L,
FURIFE 10 23Bh (D) BN 400 pL Binding Buffer, Jf:
TE 1 /NI %A
12.8 KN RHEEEEE  HirE BALB/C #1EL(4-5 JHI) I A
I KRB S YA b (R, HE). Hiee g
sh-FAE2P1 &%, 18 55 25 45 YL 25 2 1K ) MDA-MB-231 4l Jit LA
1x 107 35540 5 2R B WM B3 B2 T, ST RS REAR RN
Jiggd R N 2 Rl —UOF ISR R AR AR = K> S
2% 0.5, $EFh 16 RIGALSE/INR, FARYIBR M A IFFRE ,
A 4%Z R E . shP e IAISL IR g o BE R4
F I EAVE T2 51 St v (HIEHE S 2206027,
129 EMERESWAE  HUERKIE: UCSC XENA (https:
//xenabrowser.net/datapages/) 4t Toil Jfi £ (PMID: 28398314)%;
—4b3 ) TCGA Fl GTEx [ TPM #%3X# RNAseq 4. $2IX
TCGA 1L B DT 7 A9 1 5 20 25
L3 Gt FESH

BRI R AT 20 =R, A Geit i B i A SPSS
20.0 ZR{4(IBM, SPSS, USA)HEAT , SR I A: t K 06 Lh 5 20 ] 4
L, P<O.05 hZEFAGuFER L * 3R P<005,** {43 P<0.01,
*xk LR p<0.001,

2 &R

2.1 LncRNA FAR2P1 ZEZIREHRERIZESEERETE
S
it TCGA #5408 i L 5 2L M 8 f8 38 i A 5 Al 241

LncRNA FAR2P1 3Rk 5, W& 1A fix, FAR2P1 ZEFLIF
FrdZUrh i R RIR . 1 148 (il =ik FAR2PL M FLIRE B
H1 934 BRI B H I THUS AT, M FRIA 0 BE TS B
W% (E 1B), M4, qRT-PCR ¥ 2L IR IE % & B2 40 &
MCF-10A 1 3 fif % 40 2 & MDA-MB-231 % SKBR3 i
FAR2P1 [3R3K/KF, 45 B FAR2P1 78 7L IRIE A0 5 B
B, R HUETE MDA-MB-231 4iigs (8 1C), ik, AT
7% 615 19 IncRNA FAR2P1 1] R4 2L AR I8 Hh & 45— e P 9
1EH

2.2 LncRNA FAR2P1 7E{5ME 75 2L B3 92 20 R O L3R

ST H9¢ FAR2P 7EZL s 4 M b AR RO VE T, R AT1 43501
Fi FAR2P1 1 201 2 B/ F 3t 4 51 4% 4t MDA-MB-231 Fi
SKBR3 il , F&AIk FAR2P1 323k, 3 A qRT-PCR J5 vk )
H iR % . qRT-PCR iiF 52 MDA-MB-231 #l SKBR3
FAR2P1 AT /NT-HARLDUR, SRR R = A E] 70 %([&
2A), CCKS8 5:%: 1 EDU S8 45 R W, mifit FAR2P1 J5,
MDA-MB-231 F1 SKBR3 ()34 FE i J74H Lt X7 R 2H W dnb AR (%]
2B.2C 2E), WuRETE IR 45 AL, KAk FAR2P1 B)ZRIEAKT A,
FLIRIE A0 AR 0 S R TR R ) A — R B g5 (1 2D).
P I 25 543E I LncRNA FAR2P1 o 3 B Jis 20 it iy 8078 B A
ZAEH.
2.3 LncRNA FAR2P1 Xt ZLARER4HAR A T TR M

Jied 2 A e — 0 B 22 W B B ot TS A8 R R A i ah 2
FE LIt T e 2 L oA A 2 R P R T AL A s i A
HOFH , B HE R eI 4 AL A FET S BR . B RTRIAFSE R,
YNREFET AR A PRT RFE AR T 4E, Horp i £ 2N T,
R FRATHE T R R TR 4 AR RS FAR2P1 X 7L 96 4t
T R EA M, 458 Wos T H FAR2PL Y RiA)5 , 20
TR RTS8 3A), IGIERIZEFLRE 1 LncRNA FAR2P1
SHRT-HA —EMHEN . #ERATFIH Transwell 2407 —
4R R FAR2PL XA iE R 69520, nl&l 3B s, mf
FAR2P1 B AT FE K-
2.4 LncRNA FAR2P1 7E45 N1 75 2L bR 92 20 R A 1 3R

JitE— i E FAR2P1 J& A 2E AR P2 LA & A4 AR
JEFL Y sh-FAR2P1 i} R A MDA-MB-231 4Ififi 53 il #:F
SRR R MRS T (B 4A) . SRR 16 RIMRIIATR, 45
HRER, SXTERA L, FE FAR2PL, Iiogd (R FR— B AL F i)
(1 4B), 16 K ) FHEML AR FE/N B, FARTH s 4 20, B
R I FAR2P1 IR (9 g - 14 a2t 8 IR (1B 4C), I
ANE ALY 8 (HE ) ] 4T ki -67 PR G 44k (HC) 43 #7 2
7, 5% IRALAH EL , sh-FAR2P1 5 44 ff) MDA-MB-231 41 i i
R Ki-67 BHIE SR B F R (151 4D), JXSesE R, milk
FAR2P1 n] il R N AP A= 4 . Rtk , LncRNA FAR2P1 7E44 N
T FLARE AL B — e AR .
3 3HE

AR, K & IS Fh ST %) I gd #5F1 IncRNA (1) |-
P HE TIA —E LRI, X4 IncRNAs =2 213 1+ 36 B 4
SN s K A R IR, U A M BG 5 RE T GRS AR 28 AR AR
Liang % A % ¥ IncRNA BCRTI1 1] L) i@ +F #2 [ 3% 3%
miR-1303/PTBP3 “hifie i 7L s 1k R, IncRNA PRNCR1 1] 1,
5 miR377 a4+ k4h 491 L CCND2, #E 1M MEK/MAPK
W AR LA K P, IncRNA RP11-390F4.3 A4 4175 5
BEIMACH#E R EMT IR, R, ISR LncRNA Xt i

RN, BT T LB 0 R R RIS T O R I R IR T

TR A T

AR FRATA P T —FhHi % LNCRNA FAR2P1, & J&—
FIBAE IR IncRNA BRI B8 AL A i 2 K 45 D
RIRAEER A, ELPAEET A A, REFR
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A 8 B 1.0 g, FAR2P1 C

- 1 N \ —+ High 8+
= £ 0.8 Low 5 -
o H ] o~

N ©
& 61 : S 0.6 & g
So g = ..
B2 3 041 s,
ca 3 - 4
Sk 44 : S
2= U:J 0.2 Overall Survival E
g Log-rank P=0.016 @
g 0.0 2 2-
(] 2 T T T 1 =
2 0 100 200 300 Kl
L Time (months) ~ 04
04 High |540 44 4 0 MCF-10A 231 SKBR3
Normal(n=292) Tumor(N=1099)

& 1 FAR2P1 HRIZKF R FiF53#
(7£:A7E TCGA #iRERILIRE AR S IEEHL FAR2P1 RikkKFRI4#7( P<0.001 );B.Kaplan-Meier & 77 th 232" & R ix FAR2P1 53 5%
FUSA B % (P<0.05);C.FAR2P1 £ MDA-MB-231,SKBR3 #1 MCF-10A % ixKkFE, )
Fig.l Expression level and prognosis analysis of FAR2P1
(Note: A. Analysis of FAR2P1 expression in breast cancer tissues and normal tissues in TCGA database (P<<0.001); B.Kaplan-Meier survival curve
showed that high expression of FAR2P1 was associated with poor prognosis of breast cancer (P<<0.05). C. Expression of FAR2P1 in MDA-MB-231,
SKBR3 and MCF-10A.)

231 SKBR3
. iNC LNC e
S Aman 3q =% =NC 2,0 > NC
L H2q A > shFAR2PL 1# e si-FARZPI 1#
[ si-FAR2P1 2 —— si-FAR2P1 2# —— si-FAR2PI 2#
P> 1.5
< = 24 . z
= ] =
o s = //ﬂ ]
© S v = 1.0 ..
< = e z _—
z S 14 /' 3 e
® - “ 0.5- /
z == <
E o -
~ 0 . r r ) 0.0
- 0 1 2 3 4 5 0 1 2 3 4 5
231 SKBR3 DAYS DAYS
si-FAR2P1 1# si-FAR2P1 2#
—, 1
I si-NC
250+ si-FAR2P1 1#
B Si-FAR2PI 2#
P
.2 2004
s
S
S 150
o *
=) ok
-
_g 100 =
E a5
=
- 504
0
231 SKBR3
si-FAR2P1 1# si-FAR2P1 2#
Hl si-NC
si-FAR2PI 1#
407 mm iFAR2PI 2¢
=
:q —_
< 2 304
=
g =
- @
g S 20
o2
2,: -
z e P
@ & 104 e .
(B

231 SKBR3
& 2 IncRNA FAR2P1 3¢ B 1% 20 A 78 19 25 0

(#F: A FAR2P1 ZEZL AR E 40 A AP YRR 3802 ; B-E X ERAFIEIR BLAAEH CCKS LI SePER AL L8 . EDU K3, )
Fig.2 Effect of IncRNA FAR2PI on proliferation of breast cancer cells
(Note :A. FAR2P1 knockdown efficiency in breast cancer cell lines; B-E. CCKS8, clone formation assay and EDU assay of control group and knockdown
group cells.)
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A si-FAR2P1 1# si-FAR2P1 2¢
. iNC
254 W Si-FAR2PI 1#
5 . . B i-FAR2PI 24
§ 2
20-
:.
Z 15-
A ';
= 10+
@
<
231 SKBR3
B
= NC

NC si-FAR2P1 1#

RV
7y 00

0 SI-FAR2P1 1#
BN SI-FAR2P1 2#

1000+

= g

Q % 8001
)
E 600-
3
< 400-

2 5

2 £ 200
z
-

231 SKBR3

& 3 IncRNA FAR2P1 3340 B = F0iE R A0
(3 : AFRE NS FRA AR A M E T ; B. Transwell LI I RA MR ARMAI TR, )
Fig.3 Effect of IncRNA FAR2P1 on apoptosis and migration of cells
(Note: A. Flow cytometry was used to detect the apoptosis of cell lines in control group and knockdown group;

B. Transwell assay to detect the migration of cell lines in control group and knockdown group.)

A B —e—= sh-Ctrl C

800~ = sh-FAR2P1 1000-

800+

600+

Tumor weight(mg)

sh-Ctrl sh-FAR2P1

DAYS

Sh-FAR2P1

s

[ 4 LncRNA FAR2P1 ZE{K RiE 5 ZLARE AR A1

(FE: AFENRE N E KB F; B.C.3 4 sh-FAR2PI # sh-ctrl f/h R BEGFRFIE S ; D/VREL HE L EMERAEANLREE, )
Fig.4 LncRNA FAR2P1 regulates the proliferation of breast cancer cells in vivo
(Notes: A. Tumors dissected in mice; B, C. Tumor volume and weight of mice transfected with sh-FAR2P1 and sh-ctrl;

D. HE staining and immunohistochemical staining of mouse tissues.)

P iy A 75 2l 573 o S A (B DR S R R I B, BRAEEN A3 LA AR A VR P BN T L 1o 22 R AT LA 4% 3
AT H A BE R B = DI RE , (H OB AT A B R 42T, AnfBeRE IR SCHG sAR B Hof SC RNA ATy microRNA



- 806 - DREYMESSH#E biomed.cnjournals.com Progress in Modern Biomedicine Vol23 NO.5 MAR.2023

A S BT N 7, 455 RNA S5 581, 456 i sk K

TAETT A PR AR R, R S R IR R 2

PRAAR G, UL ML PR , b PP i 2T UL, Pl 2B A7 19

P AP (BCRE R L A A PR R B VR L 40 PCNAPL m] LAfE

HEC PR EE S ], TR E JE A P 1 Jfr g A 12 PTENP 7

BRI A, AL RGN PTEN (e sh il B e 5 L% (2

eI T B, (BRI AEF LI b A 3 i sl i B

F, 4 CYPAZ2P K HSEAIEIN CYPAZ1 B ceRNA [ 7EFLIR I

TR ST TR T o LR s Y 252G B PTENPL mf

PLE 1 4] AKT A1 MAPK {55388 60 i LS ) 38 58 AL

L FEFLARE P, STMNIP2 W] i i 4545 hnRNPU fie 7 41 g i

Rl T FAR2PL TR rh 4 FH R D307 SCikAaE

P FATX FAR2PL 7RI T ROV T BEA TR ST B e gkl il

it TCGA %di st % FAR2P1 e i Hh i) 2R3k K1 K i fs

HEATAMHT R BUHAE IR 20 P AR LU S5 H A KO S 3 T

¥4, Jf H. FAR2P1 s 3h ) 8 BABZE TR . kil anig

FAR2P1 9351k, 45 7R FAR2PL 7L AN & rp ik i

o PRFRATTHED LNCRNA FAR2P1 7L e ik i v nl

RER A EEAEH

B3 FATH H MDA-MB-231 Fil SKBR3 41l ffd %} IncRNA

FAR2P1 G35l AT 1 —SCAARS MR A SE80 . EFLIR A A i

fik FAR2P1 [k, #£47 CCK8,EDU, 5% i L K transwell

SCH, R BRI FARZPT Xof 7L s 2 0 ) 1 S A A% fiE 0 B

A B A RIVERT . AR AR D[RR 7S il FAR2P REAS {2

HEFLBREE AN I TR ST o /N B A R S 56 s, sh-FAR2P1

S/ OO BREL, e (R FR ek e KT67 FHPEZ0 £ 9

REAR
gi B, LR A 1) LNCRNA FAR2P1 ] fi¢ i

FUIRIE A0 MU SR A% AR PR T, OF A SR 1k S AP R AR R

A PRI FAR2PL 7EFUIRE T BE A4 — & BB,

{EEARAEHIPLH H BT AR el ik — R R . B2, AR

R T — ok BB R IR LNCRNA FAR2P1 7EFL i
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