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ABSTRACT Objective: To explore the association between different biovars of Ureaplasma and the resistance to fluoroquinolones.
Methods: Ureaplasma from male urinary tract were detected using 16s rRNA gene by PCR to identify the biovars of Ureaplasma. The
relationship between biovars of Uu and symptoms was analyzed. PCR and DNA sequencing were conducted to analyze the genes of
gyrA and parC. Results: There was a significant difference in the resistance to Levofloxacin between the biovar 1 of Ureaplasma and the
biovar 2 of Ureaplasma (P=0.044). Sequencing analysis revealed the mutation of D112E and S83L in gyrA and parC respectively.
Compared with non-mutation strain of Ureaplasma, the mutation strain had a higher level of the resistance to Ciprofloxacin (P<0.001).
Conclusion: There were differences in resistance to quinolones among Ureaplasma urealyticum in different biovars of Ureaplasma and
there had a correlation between the mutation of topoisomerase gene and the resistance of Ureaplasma to quinolones.
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Table 1 Fluoroquinolones susceptibility testing in the 25 strains of biovar 1 of Ureaplasma
MIC(mg/L)
Antibiotics
0.03 0.06 0.12 0.25 0.5 1.0 2.0 4.0 8.0 16.0

Ciprofloxacin. 0 0 1 2 4 6 6 3 2 1
Ofloxacin 0 0 0 1 1 3 4 8 7 2
Levofloxacin 0 3 5 5 5 4 3 0 0 0
Total 0 3 6 8 10 13 13 11 9 3
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Table 2 Fluoroquinolones susceptibility testing in the 25 strains of biovar 2 of Ureaplasma

MIC(mg/L)
Antibiotics
0.03 0.06 0.12 0.25 0.5 1.0 2.0 4.0 8.0 16.0
Ciprofloxacin. 0 0 1 2 6 5 6 3 2 0
Ofloxacin 0 0 0 2 2 5 6 7 1 2
Levofloxacin 1 5 8 4 4 3 0 0 0 0
Total 1 5 9 8 12 13 12 10 3 2

Negative Positive 1

control control

Negative Positive 1
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parC

control control

2 PCR F7ik# HEARIE (K gyrA 0 parC EH
Fig. 2 Detection the genes of gyrA and parC from Ureaplasma by PCR amplication
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