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ABSTRACT: Long non-coding RNA (LncRNA) are recognized as transcripts that are longer than 200 nucleotides and that structu-
rally resemble mRNA but have little or no protein-coding potential. Briefly, IncRNA regulates the gene expression at epigenetics, tran-
scriptional or post transcriptional levels, maintains the cellular homeostasis. At present, a variety of LncRNA are proved to play important
regulatory roles in multiple biological processes, such as tumor cell lineage commitment, stem cell pluripotency, development and re-
sponse of immune cells. To date, several IncRNAs have been implicated in common ocular diseases, such as pterygium, cataract, glaucoma,
diabetic retinopathy and ocular tumors. Focused studies will surely provide useful insights for understanding disease pathogenesis
and identifying new disease mechanisms. Intensive research will inspire new hypotheses about pathogenesis and will lead to novel clini-
cal applications. Here, we review and summarize the currently identified IncRNAs as follows.
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retinopathy, PVR)

Z5E THE ) RPE 20 i ik 47 24 (1 490 1 I MK Bruch's
B3 25 0F HAT B B BOs ik  FEx i i, 58 e B R
b B AR R A AR IR AR ] BT AL, B EMT b F22, R mt s
BERZRIBIE AT BACZ 5 3R 51 43 B & BRAE PVR TR U AL
PIRERTEZH LA 78 Ff LncRNAs S ik . Hirh, 22 740K
) LncRNA-MALATI £ PVR f8.35 f) &1 J&] 1l 20 1 1 i 35 38 43
Y2 B, PVR A ARG  MALATI A B REK, X0
H MALATI A] B —F0 5 TR AR )2 bmic, MR Toa T
WG PVR B3 . LncRNA-MALAT1 £ 5 TGF-1
5L HY RPE 40 fd EMT 42, 28 TGF-B1 5375 ) RPE 4 il 4
MALATI B 3k 2 35 3% i ,MALATL () 3T 8K ] 38 oo 3005
Smad2/3 {55 MM i TGE-B1 512 EMT i 72 J2 RPE fy
TR Y,

5.2 LncRNA 5 ##EPR /41 P & 4% 25 (diabeticretinopathy , DR)

MALATI 21 T 11q13 i) — Bt B 5F LncRNA, 7l
NIRRT RN A 2 B B SN iR A
VAP, AL O R FEE IR RS R (STZ) 15 5119 DR U
H, AFAE 303 A IIE ORI SCTT 14 s i BEAL T 217 bp 3
33.5 kb IX[E]f 225 415 LneRNA, {14 214 4~ R 1 89 4~ I
T TE i MBS 14 RE/6A A AL v LKW i 1635 114 B3 7K

Fol LFYEMAERE T MALATL 3635 3% AP, J-Y LinP9%E A
HE— 2D HFIY & B MALAT! Gl 5% 7T 9 350 40 B s K B R IR0 e ¢
i , AT PO JIEE N B A A 106 25, DA T DA o I L A3 405 , ek
HABETI R . MALAT! @R i MU iR b p38 MAPKSs 7K
SR 00 A A P R AN M A A L AR RO A i R .
MALAT1 A3 ot s i 2500 TR 45 & 26 1 (CREB)f5 53 %
PATT Miller 200 M P 1 P4 52 i R 1) 6t 2 AR AT M5 05 14 % Jre BT,
Michalik Z5IESEAA PN MALAT f7i sl i A R 20 B 1 34 4
e e M Y IRER e

T A PR B MEG3 7K-F- W R BEAR . HeAh, JORE IR
R R BB I RSO PR s B AT 4E 148 I MEG3 JKF- T 51
MEG3 i iz} PISK/AKT {553 & I 5 0L IO 5 P4 1 A i oy e , vl
BB 1 % R B S 5 RE/GA AR RIS J7 A REAR, B9 = b i =
RF/6A I AT, MEG3 IiiBR Ntk RE/6A ZAIEAYIHLSH, &



<4796 « MREYESHE biomed. cnjournals.com Progress in Modern Biomedicine Vol.18 NO.24 DEC.2018

HRF/6A A RIE L

Sox2 # & ¥ ) (Sox20T)hi T 326, 2 5 ik & 4544
W R E iy, 8l SO Sox20T o S E A AH
ST EIEIN . Sox20T 7E STZ 75 B IR /N BRI fIEE
e P A A AU I SR AL B ) R P B s 205 Al S (RGCs ) 2%
IKHA B FRAK. RS Sox20T (14 6k T 3 3 i NRF2/HO-1 {5
SIE SR R SRR X RGCs 4% , R4
BEDRI 5 | A 2R A T M0

MALAT1 MIAT .RNCR3 MEG3.Sox20T 3 2 5 ¥ K 95
LR AR G B AL , PTRE A DR IS T IR BEE R IAI PR A
5.3 LncRNA S5kEEFFAEME (choroidal neovascularization,
CNV)

ok 285 BB A 1L 45 (CNV) TR Jali 2 1 1 A 8 R G P o B0 A
(AMD)( FZLRE IR, B 248 AN B F 2R . 78
CNV B EFH B K H, B LncRNA , vax2os1 Fl vax2o0s2 {335
¥4 2 R, R B AR IS TR A I A e 1Y
A2 EFRIC . vax2 FEPR I B U s ¥y vax2os1 il vax2os2 7E
Ik RE RN BRI 45 R e B i 3Rk, FLVERIALHICN RNA
5 M L 8K 15 B AH B2 W, 4N Vax2osl 521 C1D DL K&
Vax2o0s2 5¢0 PATL2, Z [t LARETE CNV 5 L i i Rt ke
FNEZA/EM, ZKh CID Fl PATL2 %R 75 4 4 i AR e v
KAFEEVER . B LncRNA Y4 88 (A 864 i B4 T 7E
SRR T CNV RTINS

6 LncRNA 5 BREfR

6.1 I B £ 20 ff1Je (retinoblastoma, RB)
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