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ABSTRACT Objective: To screen and analyze differentially expressed genes in pancreatic carcinoma tissues taken from Uighur and
Han patients by Affymetrix Genechip. Methods: Pancreatic ductal cell carcinoma tissues were collected from the Uighur and Han patients
undergoing resection in the Hospital during January 2014 to June 2016 and the total RNA was extracted. Differentially expressed genes
were selected from the total RNA qualified by Nanodrop 2000 and Agilent 2100 using Affymetrix and a cartogram was drawn; The gene
ontology (GO) analysis and Pathway analysis were used for the collection and analysis of biological information of these differentially
expressed genes. Results: Through the microarray analysis of gene expression, 1063 differentially expressed genes were detected by
comparing pancreatic cancer tissue samples between Xinjiang Uygur and Han patients. A total of 281 genes were significantly
up-regulated in pancreatic cancer tissue samples in Uygur patients. IGLV1-44 gene had the highest multiple of differential expression
(difference multiple: 9.99). A total of 782 genes were down-regulated and CPB1 gene had the highest multiple of differential expression
(difference multiple: 33.76). In the Gene Ontology database, 815 differentially expressed genes were identified with clear GO
classification, and CPB1 gene had the highest multiple of differential expression (difference multiple: 33.76). The Pathway analysis
detected 30 signaling pathways that included these differentially expressed genes, involving a total of 196 genes. Among these pathways,
the enrichment of differentially expressed genes in the FAK signaling pathway was the highest and COL11A1 gene had the highest
multiple difference (multiple difference: 5.02). Conclusions: The results of microarray analysis of gene expression profiles showed that
there are a large number of differentially expressed genes in pancreatic cancer tissue samples compared between Xinjiang Uygur and Han
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populations. These genes are closely related to the proliferation, differentiation, invasion and metastasis and multi-drug resistance of

pancreatic cancer and are involved in the regulation of multiple important signaling pathways in organisms.
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Table 1 The differentially expressed genes in Focal Adhesion pathway

Gene Symbol Gene Id Fold Change logFC Regulation P-value
ITGA4 3676 2.51 1.33 up 0.0482
BIRC3 330 3.47 1.80 up 0.0138
PAK4 10298 -2.33 -1.22 down 0.0048

COL1A1 1277 2.24 1.16 up 0.0390
FN1 2335 2.90 1.53 up 0.0344
PDGFD 80310 2.40 1.26 up 0.0167
COLI1A1 1301 5.02 2.33 up 0.0061
PTEN 5728 2.01 1.01 up 0.0262
ITGB1 3688 2.14 1.10 up 0.0342
PIK3R2 5296 2.16 1.11 up 0.0148
COL5A1 1289 3.06 1.62 up 0.0427
PAK3 5063 -3.42 -1.77 down 0.0491
BIRC2 329 221 1.14 up 0.0089
PAK2 5062 2.26 1.18 up 0.0091
SHC2 25759 -2.08 -1.06 down 0.0063
MYLI12A 10627 2.57 1.36 up 0.0050
PXN 5829 2.06 1.04 up 0.0274
PIK3R1 5295 2.30 1.20 up 0.0179
PPP1CB 5500 2.02 1.01 up 0.0124
RHOA 387 2.31 1.21 up 0.0176
EGFR 1956 3.69 1.88 up 0.0088
COL1A2 1278 3.90 1.97 up 0.0281
RAPIA 5906 2.14 1.10 up 0.0439
PDGFC 56034 2.39 1.26 up 0.0141
CAPN2 824 2.17 1.11 up 0.0177
THBS2 7058 3.61 1.85 up 0.0340
COL6A3 1293 2.87 1.52 up 0.0326
VCL 7414 2.09 1.06 up 0.0317
CAV2 858 2.17 1.12 up 0.0363
RAPIB 5908 2.48 1.31 up 0.0162
COL3Al1 1281 2.59 1.37 up 0.0397
COL5SA2 1290 2.66 1.41 up 0.0498
PIK3CG 5294 2.57 1.36 up 0.0194
CCND1 595 2.12 1.09 up 0.0187
FLT1 2321 2.40 1.27 up 0.0245
PPPIRI2A 4659 2.09 1.06 up 0.0083
ITGAV 3685 2.96 1.57 up 0.0036

CPBI1 5 3k i 0 SCBEWTFE L, 2 ST iR CPBL BFSE iR CPBI Y 5 235 v i S 3L IR B0 I 45 e i A
TEFR S FLIR R B PP ATAE 35 1 57 W %38 , Bouchal P 25 WG 5¢; S ARMIZH /AR DG 26 H v 22 S i B 5 W B R 2= e i e
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Table 2 The differentially expressed genes in Regulation of actin cytoskeleton pathway

Gene Symbol Gene Id Fold Change logFC Regulation P-value
PIK3CG 5294 2.57 1.36 up 0.0194
ARPC5 10092 2.17 1.12 up 0.0263

ARHGEF6 9459 2.29 1.19 up 0.0376
ITGAV 3685 2.96 1.57 up 0.0036
PPPIRI2A 4659 2.09 1.06 up 0.0083
VCL 7414 2.09 1.06 uup 0.0317
NCKAPIL 3071 2.04 1.03 up 0.0328
PDGFC 56034 2.39 1.26 up 0.0141
PIK3R1 5295 2.30 1.20 up 0.0179
PXN 5829 2.06 1.04 up 0.0274
GNAI13 10672 2.65 1.41 up 0.0109
KRAS 3845 2.28 1.19 up 0.0017
TMSB4X 7114 2.54 1.34 up 0.0074
FGF7 2252 2.89 1.53 up 0.0315
EGFR 1956 3.69 1.88 up 0.0088
RHOA 387 2.31 1.21 up 0.0176
PPPICB 5500 2.02 1.01 up 0.0124
PAK2 5062 2.26 1.18 up 0.0091
NRAS 4893 2.31 1.21 up 0.0193
ARPC3 10094 2.08 1.06 up 0.0147
IQGAP2 10788 2.06 1.05 up 0.0188
MYLI2A 10627 2.57 1.36 up 0.0050
ITGB1 3688 2.14 1.10 up 0.0342
PAK3 5063 -3.42 -1.77 down 0.0491
F2R 2149 2.88 1.53 up 0.0151
PIK3R2 5296 2.16 1.11 up 0.0148
MSN 4478 2.61 1.38 up 0.0190
FN1 2335 2.90 1.53 up 0.0344
PDGFD 80310 2.40 1.26 up 0.0167
ITGA4 3676 2.51 1.33 up 0.0482
INS 3630 -3.31 -1.73 down 0.0115
PAK4 10298 -2.33 -1.22 down 0.0048
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Table 3 The differentially expressed genes in Leishmania infection pathway

Gene Symbol Gene Id Fold Change logFC Regulation P-value
HLA-DPAL1 3113 2.33 1.22 up 0.0373
TLR4 7099 2.05 1.03 up 0.0441
IFNGR1 3459 3.07 1.62 up 0.0165
C3 718 2.54 1.34 up 0.0274
FCGR3A 2214 3.61 1.85 up 0.0141
NCE2 4688 2.90 1.54 up 0.0030
HLA-DRA 3122 3.09 1.63 up 0.0445
HLA-DQA1 3117 243 1.28 up 0.0240
PTGS2 5743 3.42 1.77 up 0.0074
ITGA4 3676 2.51 1.33 up 0.0482
FCGR2A 2212 2.72 1.45 up 0.0331
FCGR2C 9103 2.72 1.45 up 0.0331
STATI 6772 2.63 1.40 up 0.0279
HLA-DOA 3111 2.49 1.32 up 0.0466
HLA-DMB 3109 2.50 1.32 up 0.0407
ITGBI 3688 2.14 1.10 up 0.0342
HLA-DPBI 3115 2.66 1.41 up 0.0431
FCGRIA 2209 2.33 1.22 up 0.0049
FCGR3B 2215 3.61 1.85 up 0.0141
IFNGR2 3460 2.04 1.03 up 0.0271

5, H RIERIAN 34 4, FIRFRIAN 3 A4, 2R FRIAEE
5 B FMRE SRS W R 90 COLTIATL S, 22 5 4%
R 5.02 4%, B AL TR G AR A 4P B 2 SRk
FAK {5530 8% v 440k A @AM 2805 5001~ g 70
FEIk, RS AR A A S T B B S AR AN £ 4
S IR RGO R A N AME S SR PR S, H R
A REMWFFIESE FAK {5538 B0 575 5006 5 2 R Mg
1 & A R SR B VIR G, AR 5T 7 18I, Gao Z SR IE 4K
i T FAK #il2 1k 7K 19 SRPX2 (Sushi repeat-containing pro-
tein, X-linked 2) Jd k-5 BRARE K A SRy AR S b 6 7% it
FREYIASE . Hsieh YI SR BFFE A B /R 768 R FLATZ R K AR
il SR 1 S USP22 IR ik JB Mg 98 A ke A= AR 28 R i F v
FAK {55 M 8] TN CE1E R . Dao P S HARGE
Fe i, PAEARAS PR 24 2 5 i g SR AE Rl A DG T 5 e ik
(TNF-related apoptosis-inducing ligand , TRAIL, — 25k EL.1&% 77
HIHTIE 259, BT IEAL TG RBIFFE B B ) i I PR 7 280 1 O [
£, ML LI FAK #il57) PHI1 I AT5S TRAIL fif 251
PANC-1 ZHHuiR @A T, i FAK {5538 B0 i BEE Pl g S
TR 1 22 2T 25 R AH O
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