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ABSTRACT Objective: To discuss the resistant characteristics, distribution characteristics and correlation with the pathogenicity of
Staphylococcus aureus with toxic shock syndrome toxin-1 (TSST-1) and Panton-Valentine leukocidin (PVL). Methods: Staphylococcus
aureus (93 strains) of clinical isolated were collected, and the TSST-1 gene and PVL gene were detected by Polymerase chain reaction
(PCR). The resistant characteristics of Staphylococcus aureus to penicillin (PEN), benzene azole Westwood (OXA), cefalotin (CEF),
ampicillin (AMP), cefotaxime (CTX), amoxicillin/clavulanic acid (AMC), imipenem (IPM), clarithromycin (CLR), vancomycin (VAN),
ciprofloxacin (CIP), gentamicin (GM), levofloxacin (LVX) and rifampicin (RA) were detected by agar diffusion method. Results: The
methicillin-resistant staphylococcus aureus (MRSA) was accounted for 88.2% and methicillin sensitive staphylococcus aureus (MSSA)
was accounted for 11.8%, the two data had significant difference (P<<0.05); The TSST-1+ strains of MRSA and MSSA were accounted
for 12.2% and 0, the two data had no significant difference (P<<0.05); The PVL+ strains of MRSA and MSSA were accounted for 40.2%
and 9.1%, the two data had significant difference (P <<0.05). MRSA showed obvious resistance and multi-drug resistance, while the
MRSA with TSST-land PVL showed more serious resistance. Conclusion: The separation rate was high in staphylococcus aureus and
showed serious resistance. And the resistance and pathogenicity of MRSA with TSST-1and PVL were further increased.

Key words: Toxic shock syndrome toxin -1; Cytotoxicity; Staphylococcus aureus; Antimicrobial agents; Drug resistance

Chinese Library Classification(CLC): R378; R978.1 Document code: A

Article ID: 1673-6273(2017)31-6179-05

S O BT ER AR X B 25 W AEAE N AE TR 2P A1, 3 v 38
T ARAGR 2 BE PR X 2RI BT B 71 R0 ) 2 F M 24k A, 4 8
YEH T Bele st (1984-) Lo A w oA, PEIm , B9 05 i« e ORI IR B IR RE T 2N, P HERTESEFE -1
Yy A PERSES , E-mail ; duanxiaodan_8412@medthesisonline.com (Toxic shock syndrome toxin-1,TSST-1). 2% [ 4fl }fi % £ (Pan-
(e H $9:2017-05-08 4237 H 8:2017-05-29)

RS




- 6180 -

IREYESHE www.shengwuyixue.com Progressin Modern Biomedicine Vol17 NO.31 NOV.2017

ton-Valentine Leukocidin, PVL), % 3 % (Staphylococcal entero-
toxins)55P, TSST-1 J& THOARFIE TR0, e S I A b
FEVEIRTE A8 E RGN REN F 55 PVL X 508 - E WA i
PRI A —E RO IRAE T, 2 50 48 5k A 2 3K TR
R 1 R A R SR, BEATRRSE FEAE T T & i Ui 45 BRI
T 24 TR L 70, 5 R4 7 2R PR B < (0 3 40 BR A P T
MERIEOR IS . NI ASTRS T T TSST-1 1 PVL BEH 4
S (O A R TP R 3 A TR 2P R S BOR M CAR  HOE I .

| AR i

L1 EHREIR

Wl BE 2016 4F 2~9 H 7 [ L e R 5 ALY
PRAS B 8 (0 A BREE 93 Bk, T4 A S iAW o X
(VITEK-2 Compact) 57 , it i bk b 4 B8 (0 3 4 BR A
ATCC25923 #k,
1.2 ik
1.2.1 Z80k8e BB BUANE T EHR (PEN) K
W DY PR (OXA) | Sk 01 1 Wy (CEF) | 20K P4 4K (AMP)., =k 18 158 fi
(CTX) LR / SR 4E R (AMC) I 35 7 (IPM) | 5 F 85 3%
(CLR) . J7 ity 8 3 (VAN) IR ¥ L (CIP) KK B R (GM) £
U R (LVX) A (RA)I3 R 254 4 254
122 A5 DNA BARGI&E  EHmiRa iRt sk

BRI 3~5 AR 3% T 100 WL 243 oK i (100°C)30
min, KIS A IR R AR5 R A ISR | mmoL £hFR 4T
R, B AN N BEDTRE o TR A SIS TE 20 CHEEHICE
/N, P RSO ANIES F TR, T 200 WL ZEE(70%) LG, 1%
T I, DIOSGEK SR 2T DT AR A £
123 BEEEE KRN (Polymerase Chain Reaction,PCR) # il
TSST-1 #1 PVL JLR 5| H))7 5157 3CHk ™, RA 9600 # Ge-
neAmp PCR (BT 4, KL AR R 541 512 2% SCHikY, R
FHS R IE o VARG 4™ 14 740y , 75 28 FME SN ik BB
X HL KRGS AU TSR
L3 HIHETHE

JH SPSS 18.0 ZRAF4MHTEE , THEFORILIRE R, RH] X2
4 s P<0.05 3R 22 5 A G2 1 X

2 R

2.1 E#ZE

T FF 4L V5 bR 4 35 €597 44 BR 7 (MRS A) (5 S ) 88.2% ,
SAUPEAMRAEURR 4 B (O AT BR T (MSSA) 7 11.8%,
22 RS EEKRHER

TSST-1+ B #k7E MRSA MSSA H143 31 5 12.2% .0, 255
TG 2575 L (P=0.220) PVL+ Fifk7E MRSA MSSA 4331 5
40.2%.9.1%, Z R A ZIT2EE X (P=0.043), W3 1,

F1 BHEHBHETRETHREZREERHER

Table 1 The pathogenic toxin gene detection results of 93 strains Staphylococcus aureus

TSST-1+strains

PVL+strains

Bacterial species Strains number

Strains number Proportion (%) Strains number Proportion (%)
MRSA 82 10 12.2 33 40.2
MSSA 11 0 0 1 9.1
Total 93 10 10.8 34 36.6
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Table 2 The drug resistance rate for antibacterial drugs of 93 strains Staphylococcus aureus (%)

Antibacterial drugs MRSA MSSA PVL+ Staphylococcus aureus ~ PVL+ and TSST-1+MRSA
PEN 100.0 94.0 100.0 100.0
OXA 100.0 0.0 100.0 100.0
CEF 100.0 0.0 100.0 100.0
AMP 100.0 88.4 100.0 100.0
CTX 100.0 0.0 44.6 100.0
AMC 100.0 0.0 38.4 100.0
IPM 100.0 0.0 384 100.0
CLR 95.8 46.3 80.4 100.0
VAN 0.0 0.0 0.0 0.0

CIP 95.8 7.2 70.8 100.0
GM 91.6 28.5 83.3 100.0
LVX 43.7 19.4 53.8 100.0
RA 933 0.0 73.1 100.0
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