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ABSTRACT Objective: Simultaneous extraction of RNA and DNA from the same biological sample can improve the utilization of
the sample, and it is also very important for the comparison and analysis of the data of genomics, proteomics and epigenetic detection.
This study established a method for extracting genomic DNA from PAXgene blood RNA tube without affecting the preparation of RNA
samples. Methods: A certain amount of blood samples was taken and gDNA was extracted from blood cells using the QIAamp nucleic
acid purification kit. The centrifugal parameters including centrifugal speed and time, elution volume and initial blood sample volume
were optimized in the process of extraction and then the quality of the extracted gDNA was detected. Results: We could extract 8.918+%
1.100 wg (mean * SD) gDNA from 3 mL tube-sample with an OD 260/280 ratio of 1.89+ 0.09 (mean * SD). The agarose gel elec-
trophoresis analysis showed that the extracted gDNA was of high molecular weight and integrity. Conclusion: The extracted gDNA is
generally able to meet the requirements of downstream experiments such as DNA chip, DNA methylation sequencing. This method is
helpful to obtain comprehensive genetic information from the limited clinical blood samples, and improve the comparability and the
matching degree between the data generated by different experimental methods.
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Table 1 DNA yields with different centrifugal parameters

Centrifugal speed and time No. of samples gDNA yields (pg) OD 260/280
4500 rpm, 15 min 4 0.166x 0.043 1.62+ 0.37
4500 rpm, 20 min 4 0.508+ 0.127* 1.86% 0.20

Note: Expected OD 260/280 values of pure DNAs are commonly in the range of 1.8-2.0. ¥*P<<0.05 VS. the yield 0f 4500 rpm, 15 min.
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Table 2 DNA yields with different elution volume

Elution volume No. of samples gDNA yields (u.g) OD 260/280
100 pL 4 0.508+ 0.127 1.86x 0.20
200 pL 4 1.627+ 0.157* 1.86% 0.05
300 L 4 1.425+ 0.513* 2.07% 0.55

Note: Expected OD 260/280 values of pure DNAs are commonly in the range of 1.8-2.0. ¥*P<<0.05 VS. the yield of 100 pL elution volume.

xR 3 AEHAET DNA R
Table 3 DNA yields with different sample volume

Blood sample volume No. of samples gDNA yields (pg) OD 260/280
1 mL 4 1.627+ 0.157 1.86+ 0.05
3mL 4 8.918+ 1.100* 1.89+ 0.09

Note: Expected OD 260/280 values of pure DNAs are commonly in the range of 1.8-2.0. ¥P<C0.05 VS. the yield of ImL sample volume.
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Fig.l Results of agarose gel electrophoresis

Note: Lane P1-P6 are the DNA samples extracted from the PAXgene blood RNA tube, S1 is the standard, lane E1-ES are the DNA samples extracted from
the EDTA tube
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