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ABSTRACT Objective: To explore the relationship and significance between male infertility and Galntl5 gene mutation in patients
with male infertility. Methods: The Galntl5 gene were detected by PCR technique combined with agarose gel electrophoresis and gene se-
quence analysis in 119 primary infertile patients and 135 normal subjects who had offsprings. Results: G323A, one gene mutation site of
Galntl5 gene, which is the essential gene for sperm development, was found to be candidate gene for male asthenozoospermia. The study
demonstrates that G323 A, in the coding region of GALNTLS gene, may be one of the causative factors of oligospermia and azoospermia
and can result in male infertility. Clinically, it is necessary to perform a screening examination for G323A gene in male patients with pri-
mary infertility.
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Table 1 Primer sequences
J751(5-3')
Sequences(5'-3")

FEH 2K

Name of primers

GAexonl-F GTG ATT ATC AGT AGA AGCTT
GAexonl-R AAC ACA TTT TGT CCC ACG A
GAexon2-F TTC TGA TTT AGG AAATTG AATT
GAexon2-R TGT TGT ACATTT TCC CCT TC
GAexon3-F TGC CTG CAG GTG TCT TC
GAexon3-R CAA AGT AGA TGA GAT AAT GA
GAexon4-F CAT GTG TTG AAT ATT TTT CCA
GAexon4-R AAG GGA AGA TCT CTG AGA C
GAexon5-F TTT TTT CAG CTA TGT GGA CTA
GAexon5-R GAA GAAATCTCACCGGATT
GAexon6-F AGA ATG ACT TTC TCT GTG AA
GAexon6-R TAT AGC TAT TTT AAA AAT GAA AT
GAexon7-F TAT AGC TAT TTT AAA AAT GAA AT
GAexon7-R ATA CAT TTT CCA AGT CAA GG
GAexon8-F ACT CTA TAT TTT CAT TTA GGA G
GAexon8-R TGA TTT GTT TTC CTT TCA CAG

1.3 PCR - 1&Fn#& m
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#% 0.5 pL .DNA E 40 1 U, P38 54 95°C 145 1 3 min
95C 305,55 30s,3k 35 4MEH, 72°C 4L 5 min, fe)5 H 4°C
{54% o PCR Y= 22 1.5% 0 Balis i e s ik , 60V {8 R
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B0 I ming

(5) FEBOFHIRHAEAMA, A 0.5 mL ) Buffer QG,
13000 r/min &> 1 min,

(6) 722 B AL WA, A 0.75 mL ) Buffer PE,
13000 r/min &> 1 min,

(NFFEE DR AAR , FK 13000 r/min #5.0> 1 min,

(8) #4 Qiaquick column H i JE A A — K 251 1.5 mL
EP & rh, At iR LA 25 pL B4k, EiRTHE 2
min, 13000 r/min Z.0> 1 min, YZEE P B .
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Table 2 The detection results of GALNTLS gene sequencing In Patients with idiopathic male infertility

FKBP6 %t [X RN ZEANE AR TEH A 0 B 5
The FKBP6 coding region Cases of mutation in Primary infertility group ~ Cases of mutation in normal birth control group
GAexonl 0 0
GAexon2 11 0
GAexon3 0 0
GAexon4 0 0
GAexon5 1 0
GAexon6 0 0
GAexon7 2 0
GAexon8 0 0
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