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ABSTRACT Objective: To systemically evaluate the relationship between miR-200 family and the prognosis of ovarian cancer.
Methods: A computer-based retrieval of PubMed, EMBASE, Web of Science, CNKI and Wanfang Database was performed for
correlative literature to aggregate the survival results from their establishment to September 2013. Relevant data were extracted from
studies investigating the relationship between miR-200 family expression and survival in ovarian cancer patients. The data were analyzed
with meta analysis using Stata v11.0 software. Results: Seven studies were identified, involving 577 cases with ovarian cancer.
Meta-analysis results showed that, the combined hazard ratio (HR) for miR-200 family in ovarian cancer was 1.347 (95%CI: 1.052,
1.725). Subgroup of miR-200a, miR-200c and miR-141 subjects for survival were 1.091 (95%CI:0.718, 1.659), 1.285 (95%CI.0.765,
2.161),and 1.122 (95% CI: 1.043, 1.208), respectively. The risk of miR-200 family, miR-141 for prognosis in ovarian cancer patients
was significant (P = 0.018, P = 0.002)). Conclusions: miR-200 family may act as a prognostic biomarker.
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Table 1 Basic characteristics of meta analysis included papers

Study Population Study design N Stage miRNA assay Sample
Hu (2009) USA R 55 m-1v PCR tissue
Marchini (2011) Italy R 144 I PCR tissue
Nam E J (2008) Korea R 20 [-IV PCR tissue, serum
Chao A (2012) Taiwan R 176 [-IV PCR tissue
ZSHREE(2011) China R 80 [-IV PCR tissue
ZRRE (2012) China R 45 [-IV PCR serum
Leskela (2011) Spain R 57 m-1v PCR tissue
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Table 2 Results of meta analysis
Classification HR CI P X2 %% Begg's test/P Egger's test/P
All study 1.347 1.052-1.725 0.018 21.23 38.8 0.155 0.128
miR-200a
1.091 0.718-1.659 0.683 4.62 13.4 0.221 0.376
subgroup
miR-200c
1.285 0.765-2.161 0.343 11.61 74.2 0.308 0.383
subgroup
miR-141
1.122 1.043-1.208 0.002 2.93 31.8 0.296 0.643
subgroup
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Fig. 1 Forest plots of studies evaluating HR of survivals comparing low

and high miR-200 family expression
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