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ABSTRACT: Precise regulation of the formation, maintenance, and remodeling of the vasculature is required for normal
development, tissue response to injury, and tumor progression. Recently, more and more researchers reported that the response of the
vascular endothelium to angiogenic stimuli is modulated by noncoding RNAs called microRNAs. miR-126 is a key regulator of
angiogenic signaling in endothelial cells and of vascular integrity in vivo. miR-126 promotes angiogenesis in response to angiogenic
growth factors, such as vascular endothelial growth factor (VEGF) or basic fibroblast growth factor (bFGF), by repressing negative
regulators of signal transduction pathways. Thus, targeting the expression of miR-126 may be a novel therapeutic approach for diseases
involving excess or insufficient vasculature. These findings illustrate that a single miRNA can regulate vascular integrity and
angiogenesis, providing a new target for modulating vascular formation and function. We will summarize the current knowledge of
molecular mechanisms of miR-126 regulate vascular.

Key words: MiR-126; Angiogenesis; Target Genetic; Molecular Mechanisms

Chinese Library Classification(CLC): Q75; Q78 Document code: A

Article ID: 1673-6273(2014)28-5586-05

A AR GEAE LRSS I U USRI AR B S R AU 2

S BV A S DR M B B 5 50 B
TN AN A S RIS AT e i

PR A XS5 S IR 2 BRI SR A2 Ak, R P9 B

B . AR e Y S5E 32 7%, MALa X TIRIG R &
TGS K AT AN AT /DR, LA P B A0 o) DAt 5 4
AR , I ELE o 48 % A= 7 s T B AN AT, TE A
JEA LA DA o L T P — 2R B £ A2 2% L LB A L
VAETE, AT A B B A SRR AR 5 B o LA i e
2L SR T A0 R 10 LA P 10 2R RS R T IR —
ARG RS A UR LA SR A A A i
NS AR A B A B G R R AR DR o i, oy
WA TN 7 A5 U N B2 A PR - (VEGF ), i/ NI AT A2 9 A2
KK ¥ (PDGF ) FIBH 1 AT 2 200 i A= 4 K 5 (FGF ) 8 58 71% , 98

L BIIERS LA TN fE . SR, 76 P9 B2 40 SRS rp & P A5
B4 LA A 15 5 AT e R b B 28 A 2 /b il 7
IS A= 5 A 2 A e I A 2 e 4 AV 200 52 38 i A PN e A
5T R E M TR ARG . N AR 1 PR 7 2
BT AL 2 — a2 ot L VS 5 5 G T 1
B, P2 E AN I 5 R B, 75— IS R
4R L T i 238 i microRNA J8 35 ML 45 N Rz 40 i A
F N . microRNA & —Z/N3F RNA(Z) 20-25 B H TR ),
AR 5 mRNA 54545 238003 § mRNA (74 B 5%
P SO mRNA A FA20E VR M, microRNA [ 5 R

* AW H . EE ARSI H (30973275) s BIITA HRBIAH 434 H (QC2010113)
YEZ T FFARME(1983-), B WL A5 A, EEAFFT )7 17 : MicroRNAs HAEH)2AThEE, HLiG . 15134568102,

E-mail:Donghuaqi@hotmail.com
A TEIRLEE X, E-mail ; Ping_liu53@hotmail.com
(RS B 1;2013-11-25 4552 A 11.2013-12-21)



REYES#HE www.shengwuyixue.com Progress in Modern Biomedicine Vol14 NO.28 OCT.2014

+ 5587 -

JpFF RS, S mRNA 2 a8 B <P R B4 A R e
microRNA §E LK ) — A2 2, 33X 8 m BEOR <P 7 4Ry
mRNA [R5 )P T PR 205 0 7 e ST 35 04 1048 Y
B 44 microRNA 3k B 204 &8 microRNAs 7] G847 B T
M HTAE R ™9, 7E microRNAs H1, miR-126 S P fz 2 il
P FEE B microRNA, Ty BESE38 10 52 1w 10148 79 5 B M A 45
FEPE 5 H T 0 I A R R A A

HAR—BE Y7 35 1Y microRNA JE35 7E& 4N P Rz 41 il 1)
SN, A FEREFE , TER FUE B0 B A0 W 25 B RE 1, (H A e 4t i
FF 22 1Y microRNA 7E & P4 2y B s b A7 9 38 5 B2 i DA 38

E)a [&10,14.15]0
1 Mir-126 BY5RJRE R LW 454

1E53 TP P ) miR-126 2 — MR AR Y RNA 73
To /3T RNA B IIRE b LA s min AL g 18 5 AL R
AL Y KT o miR-126 JE—AFh A EAN M
PABCHR B S N B2 IR /o F RNA, AR T AN R % 5%
PRI o A A 1 7 A B2 AR P miR-126 S35 i A A
EGFL7 & F 7 ") miRNA ,miR-126 F1 EGFL7 3t 3k 7F 4
MAE B B AR v, LA A B 2 e B A 1o

B ZRIESE miR-126 J2 I A R i Rk fi 2 Y miR-
NA AR, Bl R A e B i AR /N B G 220,
Ab, MIRSIR T 2R s B /I BUPR I P B2 4R — 4% microR-
NAs Fih i35, Hrh gt 45 miR-126, tiiiE B & & —Fh N J
2R AR SE B microRNAIM, - FE M PA, 2k 1L P B 40 A1 5
4 5¢ B D7 T miR-126 K454 H B A BN B9 1L A8 A AR 18
Fi TR NS, L Rs miR-126 FYBE S £ FIRE R miR-126 /)
B B T A B RS S B K R o 1, B I miR-126
IR BE L T I A DR RS oL, T ) miR-126
/N FURSE TR P 1 BRI A= LA W 2 A AR, ) R AR IR R
HOEM, peAh  miR-126 B 5E 0 U AL F RS ) S AL /)N
SEIIRIGR K, Ja 1 ol A A ISR etk sh bk 45 4L B9
Fer o,

2 MiR-126 5H¥EE B BiE 5 ALH
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FURBEBRIVUEE 3 BARGVE ST 3L p85R. FEMN B ANME TR A
miR-126 1 p85B fyid i Kbl Ang-1 AW THRER, 1L
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AL, MG P A 8] T e R R & E
SRR TETE ARG ER 2R 50 22 H LS R 52 32 AR ST 4 356 PR3 I 1 40
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BXAVETAE . TEMEIR R E T, T T 822 AN AR I FE
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