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BE B . RAMWI#E (primary hepatocellular carcinoma, PHC) 44 % e BRAZEM SO MIG, T @5 AL 24,
miR-224 ;% ¥ 5 % X 65— AAF 7B A8 % miRNA oF , MBI X AR K R T REELEE LR, AFFRBEN TR AT
S Bk i P miR-224 649 &k KPR IT i miR-224 5 RA KA BE TG 0 % R . Jik: KR 0t 38 8 £ % RT-PCR (Real-time
RT-PCR)7 ik, %A 4l 40 1) R 5 M AT J& 8,20 ) 12 AT K 8 2, 20 40 1% AT AR AL % % & 20 4] JE 7 A8 oo 75 A7 A P miR-224
8 KKK, 5T E miR-224 89 % ik K-F 5 AFP F= MMP-9 948 % b, G55 RA AT B 8% o id miR-224 9 A X KPR E F
TIEFA L BHAF L A BT B (P<0.05). K RAAMESER DT RAEMAT BB L hF miR-224 ) ik 55 AFP =
MMP-9 £ EAA5% , $iF miR-224 IR A KRG H K | #A5E R ERT B REM, REAAENGTHAKM (P<0.01), &if:
miR-224 J2 )R K VEAT 5 B F 6y i b 2 3 Rk, Ho iF FGA KPR A AT % 69 6 R TG ek . 4R R R AT, miR-224 T4k
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ABSTRACT Objective: As a common malignant tumor, the primary liver cancer (primary hepatocellular carcinoma, PHC) has
seriously threatened the human life. Recently, miR-224 has been discovered as the relative micrornas molecules of tumor that played an
important role on the occurrence and development process of tumor. This research aims to investigate the expression of miR-224 in
serum on primary hepatocellular carcinoma, as well as the relationship with the prognosis of primary hepatocellular carcinoma. Methods:
The blood samples were collected from 40 patients with PHC, 20 patients with chronic hepatitis, 20 patients with chronic hepatic
cirrhosis and 20 healthy people. The expression levels of miR-224 in the serum were measured by reverse transcription polymerase chain
reaction. The correlations of miRNA-224 expression, traumatic injury and the prognosis of primary hepatocellular carcinoma were
analyzed. Results: The expression level of miR-224 in patients with PHC was significantly higher than those of patients with benign
diseases and healthy people (P<0.05). Pearson's correlation analysis showed that the expression of miR-224 in serum had a close
correlation with AFP and MMP-9 (P<0.05). The recurrent/metastatic of PHC patients with a lower miR-224 expression level was lower
than those of people with higher expression, while the survival time of PHC patients with a lower miR-224 expression level was longer
than those of people with a higher level expression (P<0.05). Conclusion: The expression of miR-224 in serum is high and it is closely
relative to the prognosis of PHC which could be the potential marker for PHC and the target for treatment.
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Fig.1 The expressions of miR-224 in different serums
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Fig.2 Relationship of miR-224 expression levels and the rate of recurrent/metastatic and survival
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