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ABSTRACT Objective:To investigate the correlation of hepatitis B virus (HBV) DNA load with its serum biomarkers. Methods:
HBV DNA load and immune markers were detected in 503 case of patients by Fluorescence quantitative polymerase chain reaction
(FQ-PCR)and enzyme-linked immunosorbent assay(ELISA). On the basis of the model of hepatitis B virus immune markers, the HBsAg.
HBeAg and Anti-HBc positive group, HBsAg, Anti-HBe and Anti-HBc positive group, infrequent model group, antibody positive or neg-
ative group were set up. Results: The positive rate of HBV DNA in HBsAg, HBeAg and Anti-HBc positive group, HBsAg, Anti-HBe and
Anti-HBc positive group, infrequent model group, antibody positive or negative group were respectively 90%, 65.1%, 65.2%, 2.0%, and
the HBV DNA quantity (logHBV DNA) were 6.32+ 1.96, 2.01+ 1.68, 3.48+ 2.52 (We rejected to analyze the HBV DNA quantity by
the course of the positive case in antibody positive or negative group were so deficient.). The positive rate of HBV-DNA in HBsAg,
HBeAg, Anti-HBc positive group was higher than that in HBsAg, Anti-HBe, Anti-HBc positive group (P<0.05). The positive rate of
HBV-DNA in HBsAg, HBeAg, Anti-HBc positive group and HBsAg,Anti-HBe, Anti-HBc positive group with infrequent model group
were compared, no statistical difference was found (P>0.05). But the positive rate of HBV-DNA in HBsAg, HBeAg, Anti-HBc positive
group, HBsAg, Anti-HBe, Anti-HBc positive group, and infrequent model group were remarkable higher than those in the antibody posi-
tive or negative group (P<0.01). The positive rate of HBV-DNA in HBsAg positive group and HBeAg positive group were remarkable
higher than those in the HBsAg negative group and HBeAg negative group (P<0.01). The load of HBV-DNA in HBsAg, Anti-HBe,
Anti-HBc positive group and infrequent model group were remarkable lower than that in the HBsAg, HBeAg, Anti-HBc positive group
(P<0.01), and the load of HBV-DNA in infrequent model group was remarkable higher than that in the HBsAg, Anti-HBe, Anti-HBc
positive group (P<0.05). Conclusion: The positive rate of HBV DNA was related to the HBeAg and HBsAg; theHBV DNA quantity was
related to the model of HBV immune markers in serum.
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BEAIL U SE P 22 FE AR S [5E 2010 4F 8 H % 2010 4F 12 A ']
& AEBE R E 503 4], Horp B 1k 298 4], 2o 205 4], 4E i 1-74
%,y 5K HBV-DNA HBV Ifl i& 454 4 (HBsAg . Anti-HBs
HBeAg Anti-HBe ,Anti-HBc), ¥ 503 {55 A 44 i 2, 38 JiF 5 1f
TEARAEYI AT R =B 20 fi 5 /N=FHZH 43 fi]; 2 WL 4 23
BI(GRHMR/N= R HBsAg PHEFAD)  HLABH 1 2 4= B4 417
B,
1.2 FEERH
1.2.1 HBV-DNA EE2# il kA FQ-PCR &, FIH %
ABI-7300 Ft HZOGE AT, 35 B Rk 2 5L R i
A RS R B, A e AR R B R P A T A o

122 ZEFFRIMFBREZDEN SRR R kR, &
Y46 1M 5 bR 2 2 Wil Rl & ¥ th 4k b5 3V AR TR RA
AR, TR A A TR
1.3 Gt ZEaHh

FH SPSS12.0 3KPF#ATS 2404, THEBEORI LIS 4
HEZ(xx ) Fon , THHEBORA x® K56, THE OB ¢ 4656, AHOC
P43 17 % I Kendall 55 2441 543471, P<0.05 22 R A 4L it2¢ &
P
%R
2.1 £&%A HBV-DNA PRMEZEH A7

IR 2 R, K =H4 HBV-DNA BHPER R, ik 90%;
INZBHAE D AR A R 65.1% .65.2% ; i i BH M4 5
SBALH AR AN R 1.8% 1 2.2%, 253 1,

2

% 1 &40 HBV-DNA HiBH 4=
Tablel The positive rates of HBV-DNA in different groups

HBV-DNA positive

HBV-DNA negative

Groups n Positive rate(%)
(>1.0E+02) (<1.0E+02)
HBsAg, HBeAg and
. - 20 18 2 90.0
Anti-HBc positive group”
HBsAg, Anti-HBe and
Anti-HBc 43 28 15 65.1
positive group”
Infrequent model group” 23 15 8 65.2
Antibody positive or
. 417 8 409 2.0
negative group”*
Total 503 69 434 13.7
* .2 HBsAg PHI%, ** HBsAg 1%,
*Note: “HBsAg positive,““HBsAg negative.
22 ZERFFRMEREY S HBV-DNA #illHX & o # HBeAg £ K.

K= FHZH HBV-DNA [ FHM: 36 5 2 3 T/ = FH4 , 2504
GiitaE i X (x>=4.29,P<0.05),

K=FH4l /N =FH41 HBV-DNA (1 fH 45 5 /0 AR A L
B, 2GR R L(P>0.05) , fHR = FHZH /N = FH4 AL
1304 HBV-DNA 1 FH 132 8 3 = THUR B R e B d, 2 5
HHEIT2#E X (P<0.01), AL, HBV-DNA KPR AT i 5
BB MR R ) BB TE S, 524315 HBsAg

3t HBsAg PHMEZ 5 01441 . HBeAg FHIE41 5 14k
ZH 1] HBV-DNA [HPERR 5580038 2, HBsAg FHMEZ 5 FIPEA4
HBV-DNA 1 [H 3R LW 2 51 G it 8 (x=8.76, P<0.01),
HBeAg PH{:4H 5 41 HBV-DNA FH 31T LA 22 A 48
T15 2 X (x=36.75,P<0.01), HBsAg [H14:415 HBeAg [HM: 41
HBV-DNA i FHHE R 8, ZRI TG 22 X (x*=3.56,P>0.
05),

% 2 HBV-DNA #ilZ R L%
Table 2 The comparison of the detect of HBV-DNA

Number of the positive

Number of the

Positive rate Negative rate

Groups Total x? P
HBV-DNA negative HBV-DNA (%) (%)
HBsAg positive group 61 25 86 70.9 29.1
HBsAg negative group 8 409 417 2.0 98.0 8.764 <0.01%
HBeAg positive group 24 3 27 88.9 11.1
HBeAg negative group 45 431 476 9.5 90.5 36.7544  <0.0144

* 7 :“HBsAg PR1EZH S PR A LR, “*HBeAg BRIEH SRR AR LR
*Note: “Comparison between the HBsAg positive group and HBsAg negative group, “*Comparison between the HBeAg positive group and

HBeAg negative group.
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23 ZEIFFRMFEREWERRS HBV-DNA HEHXHR

#52Hl HBV-DNA 5 BRSNS R 73 A 16 0 B L L2 3. /1N
=FHL . DR ZH HBV-DNA #5835 ik Tk = A4, 2%
FIAGETHE (P 3 <0.01); /0 LS ZH HBV-DNA 2k it it 3

T/ = BHAL(P< 0.05), 2 Guit2A 5 Lo o = HBHEEAT
Kendall % 2% 411 5 43 7 , Kendall’ sW=0.318, x>=12.70,P=0.002,
F1LL_E5Mr F] 1 HBV-DNA -5 HBV I #EUH1C

%3 &4 HBV-DNA T2 RILEK
Table 3 Comparison of the HBV-DNA loads among different groups

HBV-DNA(IU/ml)

‘xt SD
Groups n P
>107 107~ 10° 105~ 10? <10>  (logHBV-DNA)

HBsAg, HBeAg and Anti-HBc 20 10 8 0 2 6.32+ 1.96
positive group
HBsAg, Anti-HBe and Anti-HBc 43 0 2 26 15 2.01+ 1.68 8.880% <0.01~
positive group

3.387% <0.012
Infrequent model group 23 1 8 6 8 3.48+ 2.52

2.68344 <0.05%%
Antibody positive or negative group 417 0 0 8 409
Total 503 11 18 40 434

*ECEXZMRALLE, 5N RA .

*Note: “Compared with the HBsAg, HBeAg and Anti-HBc positive group,”“Compared with the HBsAg, Anti-HBe and Anti-HBc positive group.

3 ik

TS AL bR R R B ATi2 W O B R bR,
ST NS 2 I 995 B 19 G 328 B g HR 7 RS R 5 Ak i R
HBV-DNA 3l 5 B F W% HBV HiR 5 1897 B0 0 ) A% Yu
PESRES . IE PR TN S, HBV-DNA 255 5 275 35 HBsAg,
HBeAg Hi36, 15 BAR M ARETEK, A5 503 Bilfrs
t HBsAg [HE3L 86 4], HBV-DNA [HESL 69 4], 4k HE 2 BT
PRI WIFRIER, AR YA 5T Y 2B T B K08 A 94 f51] , HB-
sAg X F Z T EE KL 2R 91.5% ,HBV-DNA Xf F Z iF 9
BRI N 73.4%, 5 T IR ARFOGESS R IA 5, BARM
i 77 7€ HBV-DNA /& 12 b HBV J&k 4 5 H £z i iE 4 , (5
HBV-DNA %} HBV fy# i Z R0 HBsAg, {448 HBsAg {1212
Wt HBV iU T AT o PALIKEE HBsAg HIWTEBAEAEL
FEREREGY, WA 9.5%M3Z K& PR -2 Wl TC - 25
B FEIG PR TAE W B4 Rl HBsAg 5 HBV-DNA, DU
ZHFRTE BRI . (BB, ARV, A
4 f4i] Anti-HBs FHPEFRAS (1 F] 541 Anti-HBc drA 3 i 4= [
R0 4 HBV-DNA, (5 R BIF5E AFE 1.6% , B AR 4 34 4b
F 10>~ 10° Z i), BFFE X o A BE R 5 HAT AL YL P e i 1l 2 4
PR —EE L.

TEAS R T bR R A b, HBV-DNA 78k = FHAR R Fp
PR, I8 90%, H 2 f 2400 T 57K F-(>10°1U/mL) ; #£
/NZFHZE T, HBV-DNA [k H 3RIE 5] 65.1%, o Sl e 451
FEAAE TR TN TR~ 101U/mL,  95.3%, Hr 10>~
10°IU/mL 5 60.5%, ik THx I TR 5 34.9% . /N=[HAS5K=
fHZH HBV-DNA # 2R HA S # 8 X, /N=H4+ HBV
SRR =PHHTEER, X 5120 M5 2= i BAH— 2. Ke-
effe ZF1A0 ,HBV-DNA it /K V-2 WAl HBV &2 il K7 19 H

BT iRE, AT R A E A 4% 21 5 K = FHZH A [, HBV-DNA
HEWA LFH 45, HBV-DNA 2552 7 Wi 75 5 il K S i R
14645 , HBV-DNA 1 g HBV #4355 26 i F1 52 SR AR Bl A
B ORI 85 B RGBT P B A AR A8, AL
ok, HBeAg #ih g & £ BT 46 B BA L Yotk idr i, I il
Wit HBeAg FHE:, HBFARN L BT RFGREAL T AE B PR
7 ,HBV-DNA HA @ (&7 i ©, A0 58 HBeAg B 1 B34
15 45 f5) HBV-DNA #:0 BH 4%, H H: A 7 41 (15.6%)HBV-DNA
A THRE KT (10~ 10°1U/mL), Bil#Rsr &4 T HBeAg
M 5 AR B AR AR —E TR HBV &7 R 2 h
THOREELI B Z M, I HBeAg ELAS BB Q5L & L4 Py
TR R A ASAL® A ST HRAE S 35 50%#Y HBeAg FHPE1E
PO HFBETTAERT C X5 C RILHAY A, BHIKT HBeAg
FIERL, BFFAE N HBV & 1. 78 HBV-DNA /K V-5
(>10°TU/mL)"1 ,HBV-DNA # & 5 HBeAg ELA R AT HAH G,
[} HBV-DNA kit W fig /2 Bt HBeAg BV B & () HBV &
HITEOL FATTIHT 23 B WA, MG 22 A B, 2D TR
KRR T FRIA AL T HBV BRI Gy By B ) HA nle 2 45 09 34,
Iif HBV-DNA ki i/ 5 O 5 ZAAAAF , 7 R K = BHA S
/N=FHZ Hh ,HBV-DNA 2k £ f9 73475 0 55 B 10007 2% i B AH —
B Wi, FA 1A HBV-DNA £t 5 HBV I fif brai ¥ 9315
REEUHIE . BRI T 118 HBV-DNA 5 HBsAg HBeAg [
AR SN LR A 7 W I o B 40 (119, 1 HBV-DNA #; &t 5 HBV
ARG B B ) I VE AR A DG R RS2 450 1 0 B R
T EHEZPURTRIRIT 5 Z RGNS . 222 R
HAS [ 27 4t £k 43 359 Hb o+ TRD I S 5% 200 A A AR 40 i 19 I v
HBV-DNA ik V-5 [T 458 S5 4304 6o MR TR @ 1
18M: OB R EA T I A TE A A7 AR VE 22 A W] TUATA XU
M FRATTVE B T 4R 0 21 175 24 845 5 HBV-DNAZR BB &
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