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ABSTRACT : DNA methylation is an important part of Epigenetics. In action of methyltransferase, Cytosine of nucleotide CG is
added by methyl Selectively, Formed 5'-mC. The area of dna methylation is constantly CpG island. CpG island is the area riched with
dinucleotide, which has the longth of 300-3000 bp,located at genomic 5'region. Previous studies have shown that the incidence of lung
cancer is often associated with abnormal methylation of the CpG island. Multiple gene aberrant methylation is often as important
mechanism of tumor. In recent years, research of popular gene as p16, RASSFI1A, CDH1, CDH13, FHTI, TMS1 / ASC etc. The study
foucs on statistical analysis of lung cancer tissue and paracancerous tissue methylation frequencies,and analysis of blood, sputum,
bronchoalveolar lavage fluid methylation frequencies. For lung cancer tumor suppressor gene methylation related research, provide a
train of thought of patients with lung cancer in the early diagnosion, and for new direction of the treatment. Demethylation therapy is less
studied, but it has achieved some progress.
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