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ABSTRACT Objective: To investigate the different expression of the genes in the gray matter,white matter and cerebellar cortex.
Methods: The white matter and gray matter were extracted from PFC and CBC via LCM technology. The expression differences between
gray matter and white matter in the PFC and CBC were analyzed. Results: There were more highly expressed genes in the PFC than in the
CBC whatever for grey matter or white matter. Conclusion: The LCM can extract a single cell population, which is vital for studies re-
quiring a high level of precision.
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Fig. 1 Brain of rhesus macaque
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Fig. 2 Samples and samples after LCM A: PFC B: PFC after LCM C: grey matter of PFC D: CBC E:CBC after LCM F:white matter of CBC
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Fig. 3 Profiles of RNA A: White matter of PFC B: Grey matter of PFC C: White matter of CBC D: Grey
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Table 1 Grey matter and white matter RIN information of samples
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Fig. 4 Numbers of highly expressed genes between GM and WM There
are 481 highly expressed genes in PFC grey matter while 510 in PFC white
matter, and there are 168 highly expressed genes in CBC grey matter while D
180 in CBC white matter. grey matter: blue; white matter: red.
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