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ABSTRACT Objective: To investigate the expression of IGF-IR mRNA in human breast cancer tissues and its prognostic roles.
Methods: Semi-quantitative RT-PCR assay was employed to detect the expression of IGF-1R mRNA in 82 breast cancer and correspond-
ing normal breast epithelial tissues. Additionally, the correlation of IGF-1R mRNA expression with clinicopathological factors of breast
cancer patients was investigated and its correlation with prognosis of breast cancer patients was also investigated. Results: The level of
IGF-1R mRNA expression was significantly higher than that in corresponding normal breast epithelial tissues (P<0.001). High level of
IGF-1R mRNA expression was significantly correlated with tumor differentiation, TNM stage and lymph node metastasis of breast cancer
patients (P=0.005, 0.025 and 0.041, respectively). The 5-year overall survival rate of breast cancer patients with high IGF-1R mRNA
(38.3%) was significantly shorter than that in those patients with low IGF-1R mRNA (49.7%; P=0.009). Multivariate analysis of COX
model showed that IGF-1IR mRNA expression was an independent prognostic factor for breast cancer patients (HR=2.78 95% CI:
1.94-3.94 P=0.041). Conclusion: The upregulation of IGF-1R mRNA might play important roles in progression of breast cancer and the
status of IGF-1R mRNA expression has potential of being an important biomarker for breast cancer patients.
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Fig.l Semi-quantitative RT-PCR detection of IGF-1R mRNA expression
in 82 breast cancer and corresponding normal breast epithelial tissues, and
GAPDH was used as an internal control.N: normal breast epithelial tissues;

T: breast cancer tissues
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Table 1 Correlation of IGF-1R mRNA expression withclinicopathological

factors of breast cancer patients

IGF-1R mRNA expression

Clinicopathological High Low
factors (n=48) (n=34)
Age (year)

<55 15 14
>55 33 20

Tumor diameter (cm)
< 5.0 21 15
>5.0 27 19

Pathological type

Invasive ductal cancer 29 24
Others 19 10

Tumor differentiation
Well/Moderate 16 22
Poor 32 12

Lymph node metastasis
No 23 24
Yes 25 10

TNM stage
0/1 19 22
/1 29 12
Estrogen receptor

Negative 17 13
Positive 31 21

P-value

0.354

0.974

0.343

0.005

0.041

0.025

0.794
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Fig.2 Kaplan-Meier analysis of IGF-1R mRNA expression and overall

survival rate of breast cancer patients
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Table 2 Univariate and multivariate analysis of prognostic factors of breast cancer patients using a Cox regression model

Univariate Multivariate
Clinicopathological factors Category
P-value P-value HR (95%CTI)
Age >55/< 55 0.210 0.117 0.77 (0.55-1.32)
Tumor diameter (cm) >5.0/< 5.0 0.402 0.451 1.65 (0.87-2.56)
Tumor type IDC / Others 0.155 0.186 1.70 (0.96-2.89)
Tumor differetiation Well+Moderate/Poor 0.092 0.077 2.12(0.79-2.65)
TNM stage I +IT/ 0+1 0.012 0.014 1.78 (1.18-2.32)
Lymph node metastasis No/ Yes 0.034 0.003 1.60 (1.12-1.87)
Estrogen receptor Negative/positive 0.105 0.342 0.98 (0.56-1.04)
IGF-1R expression High / Low 0.003 0.041 2.78 (1.94-3.94)
Note: HR: hazard ratio; 95% CI: 95% confidence interval. IDC: invasive ductal cancer
{720 IGF-1R IGF-1R mRNA
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