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ABSTRACT: The research of DNA methylation research was a topic spot in epigenetics, which was associated with the occurrence,
development, diagnosis, treatment and prognosis of tumor. And gastrical tumorigenesis was closely related with DNA methylation status
change, some study suggested that the changes of DNA methylation state of gastric cancer related gene will contribute to early examina-
tion, diagnosis, treatment and prognosis of gastric cancer.
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