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ABSTRACT Objective: To investigate the mechanism of miR-143 in the regulation of hMSCs adipogenesis. Methods: hMSCs were
transfected with NC/miR-143/siPTN/miR-1431 and induced into adipogenic differentiation to detect the effect of miR-143 on adipogene-
sis. The miR-143 target in 3'-UTR of hPTN was predicted by Findtar-software of miRNA. The relationship between miR-143 and hPTN
was researched by the methods of RT-PCR and western blot. The target of miR-143 predicted in hPTN 3'-UTR was verified by luciferase
expression of prltk-PTN plasmid inserted with hPTN 3'-UTR segment and prltk-m plasmid of mutant target. Results: miR-143 promoted
adipogenic differentiation of hMSCs, and suppressed the expression level of hPTN mRNA and protein. The experiment of luciferase
demonstrated that there was miR-143 target in hPTN 3'-UTR. Conclusion: miR-143 suppressed the expression of hPTN by combining
with target in hPTN 3'-UTR to accelerate the process of hMSCs adipogenesis.
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