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ABSTRACT Objective: RGA fragments were cloned to investigate resistance and provide theoretical guidance for breeding in

peanut. Methods: In this study, degenerate PCR primers firstly designed to bind to DNA regions encoding conserved motifs within NBS

(nucleotide binding site) were used to amplify NBS-encoding regions from A. hypogaea L. Minhua Number 6. At the same time a pair of

degenerate primers was designed according to the result of multiple sequence alignment from known RGA sequences in peanut. RGA

fragments were amplified using homology cloning on the peanut variety Minhua number 6. Results: It was showed that for former there

was no sequence obtained in the study homologous to known sequences of RGA according to the sequencing results. While for later there

are 18 RGA sequences in 20 clones selected randomly manifested by BLASTN sequence analysis, GenBank numbers of which are

EU639668-EU639685. Conclusion: It shows that it is more efficiently to amplify corresponding RGA fragments by means of the RGA

sequence known to this species, which provides a shortcut for following RGA study and use. For that matter it provides theory basis for

genetic improvement in Minhua Number 6.
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PRGA-fwd 5'GGNGGNGTNGGNAANACNAC3'
PRGA-rev 55ARNGCTARNGGNARNCC3'

. 2

RGA PRGA PRGA
£-76 5' CAGTTTTGCTTRAAGGCATTC 3' PRGAr-375 5' AT-
GCAAGTYCCTTTGTCACG 3' PRGAr-476 5' CAATA-

GATTGTGTGATGSATTTGAA 3'

I inosine. Degeneracy code N=A,G,CorT R=AorG
H=ACorT S=CorG V=ACorG W=AorT Y=Cor
T K=GorT B=CorGorT D=AorGorT M=AorC.
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