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ABSTRACT Objective: To investigate the relationship between ERCCI single nucleotide polymorphisms and sensitivity to Plat-
inum -based chemotherapy among patients with advanced non small cell lung cancer. Methods: We used gene sequencing analysis to de-
termine the single nucleotide polymorphisms (SNPs) i of excision repair cross-complementing genel (ERCC1)in DNA from peripheral
lymphocytes. Totally 89 patients with NSCLC were treated with Platinum -based chemotherapy, and clinical response was evaluated after
2 cycles. The association between ERCC1 gene polymorphisms and chemosensitivity were analyzed. Results: The overall response rate
was 29.2. The verall response rate of ERCC1 CC genotypes and TT/CT genotypes were 38.5% and 61.5%(X*=2.151,p=0.142). Chemother-
apy response did not show statistically significant differences between the wild genotypes and the variant genotypes for the ERCC1 gene
(38.5%vs61.5% ,X*=2.151,p=0.142). Conclusion: ERCC1 Asnl18Asn SNP may be not associated with sensitivity to plat- inum-based
chemotherapy in NSCLC patients.
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A:ERCCI1 Asnl18 Asn CC EEBIEE A: Sequencing result of ERCC1 Asnl118 Asn CC genotype
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B:ERCCI1 Asnl118 Asn TT EFBIEiE; B: Sequencing result of ERCC1 Asn118 Asn TT genotype
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C:ERCCI Asnl18 Asn TC ERE B EE C: Sequencing result of ERCC1 Asn118 Asn TC genotype
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Fig.1 The genotyping results of ERCC1 Asp118 Asn single nucleotide polymorphisms
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Table 1 Response to Treatment of the Patients With Advanced NSCLC According to ERCC1 genotype

response
genotype P
CR+PR SD+ PD
cC 10(22.2%) 35(77.8%) 0.142
TC+TT 16(36.3%) 28(63.7%)
Total 26 63
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N[5 PR R BRI TR A8 1) A7 A RO L RSt

Z5(p>0.05), PEULE 2,
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Table 2 Association between Response to Treatment of the Patients With Advanced NSCLC According to ERCC1 genotype and the histology of lung

cancer

AC SCC Others
genotypes

CR+PR SD+PD CR+PR SD+PD CR+PR SD+ PD

cC 5(%) 18(%) 2(%) 9(%) 3(%) 8(%)

TC+TT 7(%) 13(%) 7(%) 12(%) 2(%) 3(%)
Total 12(100%) 31(100%) 9(100%) 21(100%) 5(100%) 11(100%)
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