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ABSTRACT: Objective In order to understand the chromosome structure of 1. violascens Bunge, 45S rDNA and 5S rDNA dual-flu-
orescence in situ hybridization (45S rDNA and 5S rDNA D-FISH), silver staining and CAM3 staining were used to study the chromo-
somes of I. violascens Bunge. In the silver stained metaphase chromosomes of 1. violascens Bunge, there were two positive regions; fluo-

rochrome Chromomycin A3 (CMA) staining showed two positive regions; D-FISH with 45S rDNA and 5S rDNA probes revealed one

18S-5.8S-26S rDNA loci and one 5S rDNA loci with different intensity.
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