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Expression of human N- acetyltransferase 10( NAT10) protein in
tumors of soft tissue and its significance
LING Yun, GONG Yi- lei" , SIN Ying, et d
( Dep artment f Pathology, Health Science Center  Peking University, Beyjing 100083, China)
LI Ting, GUOHua
( Dep artment of Pathology, the Aff iliated First Hospitd, Peking University, Beijjing 100034, China)

ABSTRACT Objective: To evaluate the expression of N— acetyliransferase NAT 10 protein in human tumors of soft tissue and its sie
nificance. Methods: Anti- NAT10 polyclonal antibody was generated by immunization of E. coli expressing NAT10 protein. The expression of
NAT10 in 166 cases of soft— tssue sarcoma( SI'S) and 28 cases of benign tumors or tumor— like lesions of soft tissue arranged in tissue chip was
analyzed by inmunohistochemstry. Results: Polyclonal antibody obtained from immunized rabbit was verified its specific reactiviy with native
NAT10 protein by Western blot. The immunohstochemical staining of NAT10 showed that about 57% (95/166) of STS were positive and only
14% (4/28) for benign tumors or tumor— like lesions, there was significant difference between STS and benign lesions. The positive distribution
in NAT 10 expression was mainly synovial sarcoma 76% (13/17), malignant fibrous hstiocytoma 75% ( 15/20), rhabdomyosarcoma 70% (7/
10), primiive neumwectodemal tumor (PNEI') 70% ( 16/23), dermatofibrosarcoma protuberans 50% (7/ 14), malignant peripheral nerve sheath
tumor 50% ( 11/22), leiomyosarcoma 43% (6/ 14), liposarcoma 42% (8/ 19) and myxofibrosarcoma 38% ( 6/ 16). The statistical analysis showed
that NAT10 expression of synovial sarcoma was different from those of myxofibrosarcoma or liposarcoma (P< 0.05), and malignant fibrous histie-
cytoma from myxofibrosarcoma (P< 0.05) , but no differences in other groups(P> 0. 05) . Meanwhile, strong posiive staining of NAT10 ( >+
+ ) was much frequently in synovial sarcoma (53% , 9/17), thabdomyosarcoma 40% (4/10) or malignant fibrous hitiocytoma 40% (8/20) . In
FNCLCC grading, the positive expression rates of NAT10 were 42% (8/19) in 19 cases of gradel sarcoma, 43% (19/44) in 44 cases of grade2,
and 73% (51/ 70) in 70 of grade3, which was significantly higher than those in grade 1 or2 ( P< 0.05) . Conclusions: NAT10 protein could
be detected in many kinds of SI'S, especially in high histological grading, and thus it could be a potential factor for grading or prognosis of SI'S.
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Figwe?2 Detedion of NAT 10 expression in human tumors of soft tissues by mmunohistochemistry. The positive staining predominantly present in nuclei and cyto-
plasm of cancer cells. A: benign nerve sheath tumor, negative staining; B: lelmyoma: negative staining; C: nodosa, weak postive staining; D: liposarcoma in

gradel, negative staining; E: liposarcoma in grade 2, strong posive; F: MFH, strong positive ; G: rhabdomyosarcoma, strong positive; H: synovial sarcoma, very
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Table 2 the statistical calculation of NAT10 staining in soft tissue tumors

PNET

P=0.153 P=0.303 P=0.713 P=10.163 P=0.733 P=1.000 P= 1. 000 P=0.421

P=0.153 P=0.900 “P=0.037 P=1.000 "P=0.049 P=0.112 P=0.075 P=1. 000

PNET P=0.303 P=0. 90 P=9 P=0.692 P=0.073 P=0.181 P= 0169 P=1. 000
P=0.713 * P= 0.037 P=9 “P=0.041 P= 1.000 P=0.521 P= 1. 000 P=0.22
P=0.163 P= 1. 000 P= 0.692 “P=0. 041 P=4 P=0.096 P=0.080 P=1.000
P=0.733 “P=0.049 P=0.073 P=1.000 P=4 P=0.613 P=1.000 P=0.245
P=1.000 P= 0. 112 P=0.181 P=0.521 P=0.0% P=0.613 P= 074 P=0. 446
P=1.000 P=0.075 P=0.169 P=1.000 P=0.08 P=1.000 P=0.742 P=10.240

P=0. 421 P= 1. 000 P=1.000 P=0.226 P=1. 000 P= 0. 245 P= 0.446 P=0.240

" indicating significant difference.
DFSP:  demnatof brosarcoma protuberans; SYS: synovial sarcoma; PNET: primitive newroed odermal tumor; MFS: myxofibrosarcoma; MFH: malignant fibrous

histiocytoma; LPS: liposarcoma; MPNST: malignant peripheral nerve sheath tumor; LMS: leiomyosarcoma; RMS: rhabdanyosarcoma
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Table 4  the datigtical calculation of Strong NAT10 Staining in Sarcomas
PNET
P= 0. 138 P= 1.000 P= 1.000 P=10.2% P= 1. 000 P= 0.357 P=1.000 P=0.393
P=10.138 "P=0.041 P=0157 P=0.517 P= 0. 082 “P= 0004 P=0138 P=0. 695
PNET P=1.000 * P= 0.041 P= 1.000 P=0.193 P= 1. 000 = 0.448 P=1.000 P=0.400
P=1.000 P= 0. 157 P= 1.000 P=0.481 P= 1. 000 P=0.217 P=1.000 P=0. 664
P=10.2% P= 0.517 P=0.193 P= 0481 P=0.301 “P=0.047 P=0.29% P=1.000
P=1.000 P= 0. 082 P= 1.000 P=1.000 P=0.301 P= 0.524 P=1.000 P=0.39%
P=0.357 *P= 0.004 P=0.448 P= 0217 “P=0.047 P=0.524 P= 0.357 P=0. 060
P=1.000 P= 0. 138 P= 1.000 P=1.000 P=10.2% P= 1. 000 P= 0.357 P=0.393
P=10.39 P= 0. 395 P= 0.400 P= 0 664 P=1.000 P=0.390 P= 0.060 P=0.393

— : PNET — ; — ; — ; — :

* indicating significant difference.
DFSP:  dematof brosarcoma protuberans; SYS: synovial sarcoma; PNET: primitive neuroed odemmal tumor; MFS: myxofibrosarcoma; MFH: malignant fibrous

histiocytoma; LPS: liposarcoma; MPNSI': malignant peripheral nerve sheath tumor; LMS: leiomyosarcoma; RMS: thabdomyosarcoma
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Fig 2 Aluninium wedge X- ray film
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