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ABSTRACT Objective: The expression and significance of IncRNA UNC5B-AS1, GSTP1 and miR-372 in NSCLC tissues were
analyzed. Methods: Lung cancer tissues of 90 NSCLC patients admitted to our hospital from 2019.1 to 2023.12 were selected as the
experimental group, and normal lung tissues of 47 patients with benign lung diseases were selected as the control group. The
experimental group was divided into three groups according to the degree of differentiation: low, medium and high differentiation.
Univariate and multifactor regression analysis were used to compare the levels of IncRNA UNC5B-AS1, GSTP1 and miR-372 among all
groups. Results: The levels of IncRNA UNC5B-AS1 and GSTP1 in the experimental group were higher than the control group, and the
expression of miR-372 was lower than that in the control group (P<0.05). With the increase of differentiation degree, the expressions of
IncRNA UNCS5B-AS1 and GSTP1 were decreased, and the expression of miR-372 was increased (P<0.05). Logistic regression analysis
showed that IncRNA UNC5B-AS1 and GSTP1 were risk factors for NSCLC, and miR-372 was protective factor for NSCLC (P<0.05).
The AUC value of NSCLC predicted by the combined test was higher than that by the single test (Z=3.659, 3.349, 3.981, P<0.05).
Conclusions: IncRNA UNC5B-AS1 and GSTP1 are highly expressed in NSCLC tissues, and miR-372 is lowly expressed in NSCLC
tissues, which can reflect the differentiation degree of NSCLC. Combined detection has certain clinical value in predicting NSCLC.
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Table 1 Single factor analysis

Experimental group Control group
Index Examples t/a? P
(n=90) (n=47)
Male 82 53(58.89) 29(61.70) 0.102 0.750
Sex
Female 55 37(41.11) 18(38.30)
>65 years old 71 51(56.67) 20(42.55) 2.463 0.117
Age
<65 years old 66 39(43.33) 27(57.45)
>24 kg/m? 79 53(58.89) 26(55.32) 0.161 0.688
BMI
<24 kg/m’ 58 37(41.11) 21(44.68)
Yes 75 46(51.11) 29(61.70) 1.398 0.237
Smoking history
No 62 44(48.89) 18(38.30)
Combined high Yes 77 51(56.67) 26(55.32) 0.023 0.880
blood pressure No 60 39(43.33) 21(44.68)
Yes 73 48(53.33) 25(53.19) 0.000 0.987
Combined diabetes
No 64 42(46.67) 22(16.81)
IncRNA UNC5B-AS1 137 2.12% 0.57 1.50+ 0.38 6.713 <0.001
GSTP1(ng/mL) 137 3427+ 9.67 26.33% 1.21 5.597 <0.001
miR-372 137 0.18%+ 0.03 0.23%+ 0.06 6.512 <0.001
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Table 2 Comparison of the levels of laboratory indicators for different degrees of differentiation

Degree of differentiation IncRNA UNC5B-AS1 GSTP1(ng/mL) miR-372
Low differentiation group(n=30) 2.87+ 0.67 38.37+ 1041 0.14% 0.03
Middle differentiation group(n=26) 2.26% 0.56 33.05+ 9.27 0.22+ 0.07*
High differentiation group(n=34) 1.62+ 0.45° 4 27.49+ 8.01° 4 0.26% 0.06" *
F 39.418 11.101 38.129
P <0.001 <0.001 <0.001

Note: * P<0.05 compared with the low group; 4P<0.05 compared with the middle group.
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Table 3 Multifactorial regression analysis

95% confidence

Variables B value S.E. value Wald «* P value OR value
interval value
IncRNA
0.817 0.322 6.438 0.011 2.264 1.204-4.255
UNC5B-AS1
GSTP1 0.569 0.143 15.833 <0.001 1.766 1.335-2.338
miR-372 -0.624 0.271 5.302 0.021 0.536 0.315-0.911
% 4 ZImEZEFN NSCLC BN E
Table 4 Influential factors predict the value of NSCLC
95% confidence
Index AUC SE ) Truncation value Youden index Sensitivity(%) Specificity(%) P
interval value
IncRNA
0.796 0.038 0.718~0.860 <1.703 0.523 72.34 80.00 <0.001
UNC5B-AS1
GSTP1 0.784¢ 0.043 0.706~0.850 <29.361 ng/mL 0.733 100.00 73.33 <0.001
miR-372 0.734 0.055 0.652~0.806 >(.206 0.536 68.09 85.56 <0.001
Joint 0.917 0.024 0.857~0.957 - 0.660 89.36 76.67 <0.001

Note: Comparison with joint projections, *P<0.05.
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