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ABSTRACT Objective: To investigate the expression and clinical significance of long non-coding RNA (IncRNA) VIM antisense
RNA1 (VIM-AS1) and IncRNA-p53 induced transcript (LINC-PINT) in peripheral blood mononuclear cells (PBMC) of patients with
type 2 diabetes (T2DM). Methods: 120 patients with T2DM (T2DM group), and 80 volunteers (NC group) were selected during the same
period. The expression of IncRNA VIM-ASI1, IncRNA LINC-PINT, glucose and lipid metabolism and insulin resistance were detected
and compared between two groups. The value of IncRNA VIM-ASI1, IncRNA LINC-PINT alone and in combination in predicting the
occurrence of T2DM were analyzed by receiver operating characteristic (ROC) curve. Results: The expression of IncRNA VIM-AS1 and
IncRNA LINC-PINT in T2DM group was lower than that in NC group (P<0.05). The levels of triglyceride (TG), total cholesterol (TC),
low density lipoprotein cholesterol (LDL-C), fasting plasma glucose (FPG), 2 h postprandial blood glucose (2hPG), glycosylated
hemoglobin (HbAlc), fasting insulin (FINS) and insulin resistance index (HOMA-IR) in T2DM group were higher than those in NC
group, the level of high density lipoprotein cholesterol (HDL-C) was lower than that in NC group (P<0.05). ROC curve showed that, the
area under the curve( AUC )of IncRNA VIM-AS1 and IncRNA LINC-PINT alone and in combination to predict the occurrence of T2DM
were 0.824, 0.746 and 0.900, respectively, the combined predictive value was higher than that of each index alone. Conclusion: The low
expression of IncRNA VIM-AS1 and IncRNA LINC-PINT in PBMC of patients with T2DM. The combined detection has a high
predictive value for the occurrence of T2DM.
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Table 1 Comparison of IncRNA VIM-AS1 and IncRNA LINC-PINT expression in PBMC between two groups(xzs)

Groups n IncRNA VIM-ASI IncRNA LINC-PINT
NC group 80 0.32+0.13 3.15+1.42
T2DM group 120 0.18+0.09 2.05+0.68
t 9.001 7.325
P <<0.001 <<0.001
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24| ROC £k 23, PBMC t IncRNA VIM-AS1 IncRNA
LINC-PINT Hfit J& 1565 T2DM & A= i il 4k T T AR (AUC)
43514 0.824(95%C1:0.764-0.885) .0.746(95%CI:0.668-0.823 ) |
0.900(95%C1:0.851-0.949 ) , B Aaril i) R0 % it e e o DLIAL 1
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Table 2 Comparison of blood glucose, insulin resistance and lipid metabolism indexes between two groups(yzs)

FPG 2hPG FINS
Groups HbAlc(%) HOMA-IR TC HDL-C LDL-C
(mmol/L)  (mmol/L) (mU/L)
NC group 80 5.02+0.86  6.33+1.25 5.33+0.64 1.29+0.28 6.36+2.01 1.59+0.42  4.02+0.68  1.28+0.33  2.27+0.54
T2DM group 120 9.65£2.03 13.65+2.74 11.09+3.65 5.99+1.27 12.85+432 3.65+0.57 6.11£0.73  0.95+0.29  3.62+0.63
t -19.267 -22.379 -13.961 -32.552 -12.554 -27.691 -20.381 7.453 -15.700
P <<0.001 <<0.001 <0.001 <<0.001 <<0.001 <<0.001 <<0.001 <0.001 <<0.001
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