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IfiLi LncRNA MALAT1 . miR-150-5p 5.0 iz Ho % 5o
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#E% B B 483 o 7 K 4 A g0 A AL B A B AR 2545 48 € 2 5 K 1(LncRNA MALATI )  f#% /s #4842 82 (miRNA )-150-5p 5.3 5
BH A AR(RFCA) G AL 0% %, Fik B 2021 5 1 A~2022 4§ 6 A AR R IEH SRR ERA e P A K 5 REF
[E%le’h‘/% H E 24T RFCA 747769 AF &5 117 4114 AF 48, % R IR A 76 &Rt fd i & B A AE A< gn, iy 1 SR8
REAKN AF B 55 A F R AA R K40, @it 52T 36 k2 7 R &8sk X4 fn 7 LncRNA MALAT1 .miR-150-5p %A .
& Pearson 48 % P 447 LncRNA MALAT1 5 miR-150-5p /& AF foi PRk wgAn €, % B & Logistic @2 547 % @ AF &%
RECA & £ X 69 B % , %X 4 TAFH4E(ROC) ¥ & 4 #7 f. 7% LncRNA MALAT1 . miR-150-5p s+ AF % % RFCA J& 5% 65 TR 4
., 5R. 5 aE,AF 40 o LncRNA MALAT1 & i # & ,miR-150-5p & ik B4& (P<0.05), AF &3 f2# LncRNA
MALATI1 5 miR-150-5p & 2 fi 48% (1=-0.737,P<<0.001), 35 1 4,117 4] AF %% RFCA B & % % 35.04%(41/117), 5 X &
iéﬂtt 2, A& 41 f 7 LncRNA MALATI A A%, miR-150-5p & ik BAK(P<0.05), % B & Logistic ®1)2 454 B @2t K &
%M AF,CHA2DS2-VASc #F 43 An . LncRNA MALATI1 # 3 4 AF &% RFCA /& £ & 494 5 & B % ,miR-150-5p F+ & 4 4%
¥ A% (P<0.05), fri% LncRNA MALATI B4 miR-150-5p 7 # i 2% F @ 42 4 0.893, X F fo 7% LncRNA MALATI,
miR-150-5p &3 F7m 44 0.785.0.786, £518:AF %% 274 LncRNA MALATI # % ik .miR-150-5p 4% %3k , 55 RFCA & £ % % yrta
# . o LncRNA MALATI Z£4- miR-150-5p #F AF %% RFCA /5 5% B A 4 &5 6 FRm AL,
KEga: w% $13h ; LncRNA MALAT1 ; miR-150-5p; $347 54 ik K ; 4
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ABSTRACT Objective: To investigate the relationship between serum long non-coding RNA metastasis-associated lung adenocarci-
noma transcript 1 (LncRNA MALAT1), microRNA (miRNA)-150-5p and recurrence after radiofrequency catheter ablation (RFCA) in
patients with atrial fibrillation. Methods: 117 AF patients who underwent RFCA in Wuhan Asia Heart Hospital and Liyuan Hospital
Affiliated to Tongji Medical College of Huazhong University of Science and Technology from January 2021 to June 2022 were selected
as AF group, and 76 healthy volunteers were selected as control group. AF patients were divided into recurrence group and non-recur-
rence group according to whether they relapsed after 1 year of follow-up. The expression of serum LncRNA MALAT1 and miR-150-5p
was detected by real-time fluorescence quantitative polymerase chain reaction. The correlation between LncRNA MALATI1 and
miR-150-5p expression in AF serum were analyzed by Pearson correlation analysis. The factors affecting the recurrence of AF patients
after RFCA were analyzed by multivariate Logistic regression analysis. The predictive value of serum LncRNA MALATI and
miR-150-5p on the recurrence of AF patients after RFCA were analyzed by receiver operating characteristic (ROC) curve. Results: Com-
pared with control group, the expression of serum LncRNA MALAT1 in AF group was increased, and the expression of miR-150-5p was
decreased (P<0.05). Serum LncRNA MALAT]1 was negatively correlated with miR-150-5p expression in AF patients (r=-0.737, P<O0.
001). After 1 year of follow-up, the recurrence rate of RFCA in 117 AF patients was 35.04% (41/117). Compared with non-recurrence
group, the expression of serum LncRNA MALAT1 in recurrence group was increased, and the expression of miR-150-5p was decreased

(P<0.05). Multivariate Logistic regression analysis showed that prolonged course of disease, persistent AF, increased CHA2DS2-VASc
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score, and increased LncRNA MALAT1 were independent risk factors for recurrence after RFCA in AF patients, and increased

miR-150-5p was an independent protective factor (P<0.05). The area under the curve predicted by serum LncRNA MALAT1 combined
with miR-150-5p was 0.893, which was greater than 0.785 and 0.786 predicted by serum LncRNA MALATI1 and miR-150-5p alone.

Conclusions: High expression of serum LncRNA MALAT]1 and low expression of miR-150-5p in AF patients, which are closely relate to

recurrence after RFCA. Serum LncRNA MALATI combine with miR-150-5p has a high predictive value for recurrence in AF patients

after RFCA.
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Lo ERZ) (atrial fibrillation, AF) 2002k H f o WL
3, BEE L AR 0 55 Y BRERE AR TR B, B 00 A rh iR ok
L9 D REBE AT ANFE T XU M, T4 ke Fifi o 3 A 1 i1k
FrEmm , AF SRS dbiz b, 2021 S [ AF B £k
2000 J7 , gt es (TR M BRT R GEE AL 1 E A AH ) A Rl
AR (radiofrequency catheter ablation, RFCA )& AF fi{) T ZSHEFIG
I7 5 2 UG A XU O AR R 2 TOR U T 32 8 L BT
AEBsT 8 RECA J5E K& B4, KA1 RFCA 58 kK3t
AF [BETG £ CHZ, HERT M EZ TSR, FRE
W, AR g A2 M A% B2 (ribonucleic acid, RNA ) A3 W a5t 4 51 2L
VA PR, BEIE S IS SEAE SN 0 3 1 Ak 85 B T 1 2
55 AF KA RE O, RIS M CH AR 1 (metasta-
sis-associated lung adenocarcinoma transcript 1, MALAT1) J&57
IR A — MK EEIE SRS RNA (long non-coding RNA, LncR-
NA), HHWFFEHRIE LncRNA MALATI 75002 3 R UL
MRk, AR A AR BE AR E @ U
RNA (microRNA, miRNA )-150-5p J&—Fh & #5149 miRNA
miR-150-5p 5 & AF B35 ZAOIMEAR RF A N, 4R
FF L LncRNA MALAT1 .miR-150-5p ik 5 AF 3 RF-
CA G2 RIIRIRE X ARG, BMADSE B8R i
LncRNA MALATI1 .miR-150-5p 5 AF 4 RFCA J5 & &%
R UHIEIT

1 FREF ik

L1 —Rg##

e 2021 4F 1 7 ~2022 4F 6 H e iU I O M B= B
A FR R 2 R B R 2 B B TR AL Pl 5 B AT RECA T 119 AF
S 11T GI(AF 41). AF HIAABRE: (DR =18 %5 (2)%)
AT RECA; 3)FFA (L B8 5E)2 129746 # (2019 45F))PIAF
BRARE <O L EE SR B 4E >30 s 1Y AFCRIELC B8l
TEWIwE AL Pl AU RR [R5 (4) & 8RR A 4%
TR A3 5 (5) A RFCA $8AE(4N AF SER 7348 [T b LA LR &
Y/ FREEE AF, SUOER WY 32 AT ), BA TARE
FEW; (6) IR OB e R . HERRARIE: (1) EIFE DIREA 45 (2)
FIF M RGE A B RPENER 5 (3) AR IR 5 (4) 2t8 1 /R
o (5P OEEIH K AN AF; (6) 8K CIER O IET
ARE . AF BEAFIEE 29~77 2, FH)(61.80+ 8.45)% ;4
36 5] BB 81 44l ; IR ERTE ] 2~9 4, Fh{iz 6.00(5.00,7.00 )4F ; AF

KA Fr8itk AF(RE AT R, K2 T 48 h % 1L, #843 FT fg
FEeE 7d)EF 44 0 LM AF(2i=7 d 5l BB E
BECYLAE ) FA T3 4. Ik ERIRI 76 4 PR fil ek A
O B2 AR IR Y [l 21~75 %, P34 (61.52+ 8.22) % ;%4 23
.55 53 il PRLLPER AR TE ST 22 5 (P>0.05) , BAT ]
Wtk AR A OCEE BEAR P2 1 2t
1.2 77
1.2.1 Mm;#F LncRNA MALAT1 . miR-150-5p KL K&
AF 3 RFCA R AT B AR 3 mL 25 I8 # ik il A B 25 2R
£ ,4°C 3000% g B0 (B4R 15 cm)25 min, WEE L2 MK
-80°CIRFE. F R RGA S0l A PR F Y TRIzol 351 (45
15596026) FEHUMTE B RNA, S ICAYRH AR AR
Takara 387 (4% : H202 ¥ RNA %% 58 4 5 4 DNA, LIE #b
DNA ShBAR , AR 4 B 3ia B Bod A O RHECR R A
A SYBR® Premix Ex Taq™ &7 (4= : UR32071 ) #4 7 hif
R Z . H 4 DNA 2.0 pL.SYBR Green 38} 12.5 L., | Fi#5]
P44 1.5 pL RNasa-free ddHO 7.5 wL., LncRNA MALATI1 L4
GAPDH A2 ,miR-150-5p LA U6 N Z: k47 L9 i
REHHEX N o W 54:95C 10 min 1 ¥%,97°C 105.60°C
10s.70°C 30 s 40 X, LncRNA MALATI1 FiiF5|%) 5-GGGT-
GTTTACGTAGACCAGAACC-3', F Ui 5l # 5-CTTC-
CAAAAGCCTTCTGCCTTAG-3';GAPDH | i 3l %
5'-TGAAGGTCGGAGTCAACGGATTT-3', Fiif5|¥) 5-AAAT-
GAGCCCCAGCCTTCTCCAT-3";miR-150-5p I Ui 3| ¥
5'"TGAGAACTGTCCTTACGTGACC-3', 5% 5-AGAG-
CACCAAGACTGGCTCT-3';U6 F #if 5] ¥ 5'-CTGGTCCC-
CAAGGCTTCCAAGGTC-3', it ¥y 5'-CCATCATTTCCAC-
GAGCACCAGCA-3', [fi% LncRNA MALATI1 .miR-150-5p 3
B 2° s TR
122 EREHIEE  UE AF BRG] AR R TR
PRI AF 287 BEAE R . 220 5 AR (left atrium diameter,
LAD) . 7 25 5 IfiL 43 %% (left ventricular ejection fraction, LVEF)
CHA2DS2-VASc W43 MRS E 09 43, 75357 B 5 KR AF iR
B RS 5 ) VAF REAR ST . IR DU R Ji5 B8 24 R
FARUAETIR IR HCIHE BTUR VD PE IR BE] AR S I A0 (IR
A I A2 s S Ao R BRI ORI ) WL
1.3 BEif

A AF J8E 35 RO A5 TH RA YT RO R R 4R
(BT AT RECA JRYT , AR S5 N HBTEEZS Y 2 4~ H LA
L IFBEYS 1 AR, BEDTIBIRIA B ] O R AN IR A R S D
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romERA, 5. O EINhE G e > 30 s
ESXCHE % . IRV EDE S PR KL AF 43 2 R A
BRM.
L4 GEit=aHh

K SPSS28.0 # 4 IHELFTRMIIN(%)FRIR AT o K 31
R MIEAS MG, UL at s FoR, BIAAT t R 5 0 Im 2S5
A, LA M(Pos,Prs) 37, PI414T U K255 ; LncRNA MALATI 5
miR-150-5p 7£ AF [l & 1 3% 3K A9 AH 324 ] Pearson #H 3G M 4
Br; FZ P E Logistic MIH 43T AF 35 RFCA J5 & & 1)

;2 TAEHFE (receiver operating characteristic, ROC)
£k 2047 1% LncRNA MALATI1 .miR-150-5p 5%t AF (3%
RFCA J5 & & B HANE , P<0.05 HEFAGITHE XL,

2 &R

2.1 1% LncRNA MALATI1 . miR-150-5p #£ AF A3t BB 4H
FiL b

AF 4 Ifil. % LncRNA MALATI 3 ik & T %F B8 4 |
miR-150-5p FIAALFXF B (P<0.05), W3 1.

% 1 3% LncRNA MALAT1 miR-150-5p 7E AF HFAXTBBAPRIALLE (v+ 5)
Table 1 Comparison of serum LncRNA MALAT! and miR-150-5p expression in AF group and control group(xt s)

Groups n LncRNA MALATI1 miR-150-5p
AF group 117 1.61% 0.39 0.92% 0.15
Control group 76 1.06+ 0.11 1.30% 0.19
t 11.979 -15.459
P <0.001 <0.001

2.2 LncRNA MALATI1 5 miR-150-5p 7 AF & M5 &RiE
KB X1

Pearson FHC1E M B~ , AF B3 175 LncRNA MALATI1
5 miR-150-5p &35 2 7 AHK (r=-0.737,P<<0.001), TLE 1,

L5 ,= —0.737 P<0.001
o LOF
v
S
B
o
E o<l
0.5 .
R*=0.543
Y=—0.283X+1.371
00 1 1 1
0 1 2 3
LncRNA MALATI

& 1 LncRNA MALAT! 5 miR-150-5p g9+E% 1
Fig.l Correlation between LncRNA MALAT1 and miR-150-5p

23 AF £ RFCA EEXWBRE RS

117 f5i] AF 3% RFCA SRt 1 4FA 41 BlE &, B ERN
35.04%(41/117), PR FE PR, E AR KT RE L4,
K TR E LU, Frgitt AF Hfil LAD .CHA2DS2-VASc i
43 .LncRNA MALATI & FRE &4 , LVEF miR-150-5p ik F
KEEH(P<0.05), PILLIAR K AF fER 72 S5 FHoAth e Al
T2 R (P>0.05), W2,
2.4 ZEE Logistic B IS #i %M AF £55 RFCA FE XK
S

DL AF B35 RFCA J5 B kR AR R/ £=1/0),Lh3% 2
R A 25 (P<0.05) :AF W4 TR (AF 28R (FF2etk / BE R
£ =1/0) CHA2DS2-VASc 3 43 LAD,LVEF LncRNA
MALATI \miR-150-5p(ZE£LAF B FIERA ) R A AR, 4554
R RFRIE R 8Pt AF .CHA2DS2-VASc E43# i1 LncR-

NA MALATI F+=°h AF 83 RFCA J5 8 &S el K,
miR-150-5p F-#= R ar R4 3R (P<0.05), L3R 3.

2.5 I LncRNA MALATI . miR-150-5p 3 3% %t AF B &
RFCA 58 & MTNAE

22 1L 3% LncRNA MALAT1 miR-150-5p 2 1k 5t 55 1B
AT AF 35 RFCA JFE &) ROC gk, TRk
“F i FH (area under the curve, AUC ), %55 BRIl 7 LncRNA
MALATI B4 miR-150-5p Fk HiAY AUC 2 0.893, KT Il
7% LncRNA MALATI miR-150-5p & ik 8 ph 35 9 () 0.785,
0.786, U3 4 Fill 2,

3 3ie

RFCA J& AF SN NIGYT FBEZ —, HUFBE 2L 545
AR, R R0 UZE 2R il i VA S TR B BHL AT
R TR O WL SR FE DG S IR O LI, 20 A8
O WU 2 0] 1 F A% 3 %, R S M, AT A ) AF &
AN BIFSE IR A LU A2 B O AR H A AT  RECA R RE
SEZ [ K P AF [ FREetk: AF $7RI ), 3 B W AR AR rh il
I O R4S A R0V (B RFCA J5 &2 & R,
M FARITFRHOFE N T E R BES TR M, AP AF 3%
RFCA J5 & & %N 35.04%, &/~ AF i3 RFCA |5 & & RE
1=, PRI MR M T HE % A XS B AR AF fB - RFCA 5 B & %
iz AF BB KU B LE R,

AF R S MR alias (55 2 M I R, AR 4B RNA Wit
FEAEAAE L i B A (A5, LncRNA J2 4 B >200 %
FRAYAR ALY RNA, fEMF4E miRNA B HIEH RN H AR 5
AF i3, LncRNA MALATI S48 & B0 R il i 25 e 32 ik
L, I R bR A5 560, Chen %5 U9 57 38, 31
LncRNA MALATI #g4 [7] miR-26b-5p/ 28 ki AR A 11 1 fh,
VAR O WOV BB A B S Ah N7 380 08 b (453 49 R A A 1, 28 i i
PO WUESE S O IIREE S . Zhao 55 1 BFSEHRIE , LncRNA
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Table 2 Univariate analysis of recurrence in AF patients after RFCA

Recurrence group

Non-recurrence

Factors (a=a1) croup(n=76) 2/t/U P
Gender [n(%)]
Male 26(63.41) 55(72.37) 1.002 0.317
Female 15(36.59) 21(27.63)
Age(years, xt s) 65.00+ 8.32 60.08% 8.06 3.115 0.002
Course of disease [years, M(Pss,Pss)] 6.00(6.00,7.00) 5.00(4.00,6.00) -3.852 <0.001
Smoke [n(%)] 17(41.46) 26(34.21) 0.603 0.438
Drink [n(%)] 14(34.15) 17(22.37) 1.897 0.168
AF type [n(%)]
Persistent 24(58.54) 20(26.32) 11.784 0.001
Paroxysmal 17(41.46) 56(73.68)
History of past illness [n(%)]
Diabetes mellitus 6(14.63) 8(10.53) 0.126 0.723
Hypertension 14(34.15) 29(38.16) 0.184 0.668
Cerebral apoplexy 9(21.95) 15(19.74) 0.080 0.777
CHA2DS2-VASc score [scores, M(Pss,Pss)] 2.00(2.00,2.00) 1.00(1.00,2.00) -5.258 <<0.001
AF symptom grade [n(%)]
[T level 30(73.17) 66(86.84) 3.380 0.066
IV level 11(26.83) 10(13.16)
LAD(mm, xt s) 44.86% 3.37 43.28+ 3.11 2.537 0.013
LVEF(%, x£ s) 53.84x 4.71 56.33+ 4.75 -2.719 0.008
Cholesterol total(mmol/L, x* s) 4.32+ 0.64 4.17+ 0.82 1.031 0.305
Triacylglycerol [mmol/L, M(Ps,Ps)] 1.56(1.33,2.14) 1.50(1.21,1.90) -1.545 0.122
High density lipoprotein cholesterol (mmol/L, x% s) 1.11+ 0.19 1.15¢ 0.12 -1.255 0.214
Low density lipoprotein cholesterol (mmol/L, x+ s) 341+ 0.38 3.23+ 0.65 1.628 0.106
Type of anticoagulant application after surgery [n(%)]
Warfarin 28(68.29) 42(55.26) 4.198 0.241
Dabigatran 6(31.71) 24(31.58)
Apixaban 5(12.20) 8(10.53)
Rivaroxaban 2(4.88) 2(2.63)
Postoperative complication [n(%)]
Ventricular hematoma 3(7.32) 2(2.63) 0.513 0.474
Left atrial esophageal fistula 1(2.44) 0(0.00) - 0.350
Diaphragmatic paralysis 2(4.88) 1(1.32) 0.303 0.582
Pericardial effusion 2(4.88) 0(0.00) - 0.121
LncRNA MALAT1 1.87+ 0.36 1.47+ 033 6.030 <0.001
miR-150-5p 0.82+ 0.13 0.97+ 0.13 -6.064 <<0.001

MALATI 4[] miR-532-3p AR BEAGE HAZ M, {2ib0
1B K RO WUARAE AR BN JA T, IO U5 . X 2EF
5% % B LncRNA MALATI 7E.0 G P R EEAEM . 04F
ok LncRNA MALATI 4 0A k2 20 45505 1 4 Wbsic
Wy, W0t WUEFE o0 ) SR SR, B E B &, & LncRNA

MALAT1 23k 520000 B2 8 R BRAY O LA A 31 R HE DU i
# LncRNA MALATI1 [ fiE 5 AF Hi3% RFCA & & H %, A0F
e R BN, AF BE ME LncRNA MALATI 335 B, &
RFCA J5& &My faf R #, Ui % LocRNA MALATI
E Rk AN AF BB RFCA J5 8 & K& . HHLH T e 5
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% 3 ZEE Logistic BAS#T#400 AF £ RFCA FEAMER
Table 3 Multivariate Logistic regression analysis of the factors affecting the recurrence of AF patients after RFCA

Variable B SE Wald «* P OR 95%CI
Increased age 0.067 0.035 3.712 0.054 1.070 0.999~1.146
Prolonged course of disease 0.657 0.247 7.085 0.008 1.929 1.189~3.128
Persistent AF 1.392 0.579 5.782 0.016 4.025 1.294~12.520
Increased CHA2DS2-VASc score 1.334 0.444 9.019 0.003 3.796 1.589~9.064
Increased LAD 0.078 0.105 0.554 0.457 1.081 0.881~1.327
Increased LVEF -0.102 0.084 1.486 0.223 0.903 0.765~1.064
Increased LncRNA MALATI 0.093 0.030 9.536 0.002 1.097 1.034~1.164
Increased miR-150-5p -0.231 0.076 9.239 0.002 0.794 0.684~0.921

% 4 & LncRNA MALAT1.miR-150-5p Ri& X} AF ##& RFCA FE & TN E
Table 4 Predictive value of serum LncRNA MALAT]1 and miR-150-5p expression on recurrence in AF patients after RFCA

Maximum Joden

Indexs AUC 95%CI Best cut-off value Sensitivity (%) Specificity (%)
Index
LncRNA MALATI1 0.785 0.699~0.856 1.50 90.24 53.95 0.442
miR-150-5p 0.786 0.701~0.856 0.86 60.98 78.95 0.399
Combination 0.893 0.822~0.942 - 90.24 72.37 0.626
1.0 Goren 55 2 ff 3¢ Wow , 0> 1 R A I AF FR A I/ A
miR-150-5p F k4 FRAlL0 1 320 B BEAIL 3.2 £ SR T
miR-150-5p 5 AF % RFCA J5 & K i EF A m 1, AHF5E
s 25 LR, AF S 3% 75 miR-150-5p Fik T i , miR-150-5p F}
& REFCA [F R KM ASr Ay 2, UhAA I miR-150-5p &
£06 Sk BEVR IR AF M % RFCA J5 & % KU . FCIS P T fiE 55
:;E miR-150-5p REAM . WLEF AL A 5C o O WL A R A i 2R O
3 04 Pl SRIDAT IR E AF S A AIHFEER, 750 7 SR AL L
FESE miR-150-5p ¥ HAG HL.O W4 fb/E %), Shen 4524
0.2 — LncRNA MALATI S 5641 b , miR-150-5p REHE ) T A= R0 B F 1 3Oy
- —— miR-150-5p WLET 24k, A miR-150-5p 2 FECONIEF4EALNEE . B e
00" .., ——, Combination J5EPR] AT A2 0L miR-150-5p ik T RS i B LT Ak A A
00 02 04 06 08 10 FH A0 O WIUER A £ 5 RS 10 JTLZ00 D P 5585 3% 21, 800 s F

1 = Specificity
& 2 1% LncRNA MALAT1 miR-150-5p RiA il AF &% RFCA J|§
£ %M ROC %k
Fig.2 ROC curve of serum LncRNA MALAT! and miR-150-5p

expression in predicting recurrence in AF patients after RFCA

LncRNA MALAT!1 AE I I 471 o) B F A OC o I o A1 i) 0
TR U 2R S A0 A ) TR B T, X AR JU LR s i £
SR Al 2 G T WIS /1 i 1 L QR BELT T S B0 AL ARS (RRLT
A, et AF KA R

miRNA JER AL 19~25 MEH RIS S RNA, fES
L mRNA HHE A IR N A SRS/ BRK-F2 5 AF 2P,
miR-150-5p J&—Fh 25 T4 /e SRR A & i LR 5k
FGE R G miRNA, PeflE 25 Z R0 Mg RR i,
Ui 14 miR-150-5p fEfLIE NIRRT G R E A 14, 0607
R R ELO N AECALOIEE ™), 8 miR-150-5p REiE T
D WUEFLEAERT, b UREAE /N RO LS E R 2H 4 2.

5 BEMIFRAK AF 35 RFCA 5 & & KB,

A FE LA B/, LncRNA MALATI 5 miR-150-5p ¢
AF L5 R B 2 MAH G, 4278 LocRNA MALATI 5
miR-150-5p n] AEIL[AI 1 AF #i#% RFCA J5 & % . LncRNA
MALATI 5 miR-150-5p f$8 [ )R 7RI BR AL / P 0
W45 B B 3E P, {3 & T LncRNA MALAT1 2 75 % i)
miR-150-5p £+ 5 AF BT i — ST RAIESE o ILAMASHIFGR IR
BRI EFMERK 5P AF . CHA2DS2-VASc TE43- 8 2 7F
AF 5% RFCA J5 5 R X, SN T e B i AF A
T REAFAE S E A O A LR A5 RO FL TR Bl 53, 52 4 KUR:
W FRLEE AF S HEK AF FRZ2I A, ORI 8 & M AF B
FEE B R XU B B CHA2DS2-VASC 43 i 45 7% H 3 1
TS 5, A T2 AF fafs 3R 2R WU BT e, A
5% ROC 4k i/, 7% LncRNA MALATI miR-150-5p i
Wl AF 23 RFCA J5 5 K1) AUC Jy 0.785 .0.786, [fili#§ LncRNA
MALATI1 B4 miR-150-5p Rk Hill iy AUC 2y 0.893, K T fil
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1§ LncRNA MALAT1 miR-150-5p S . 3 15 WA 1M 375
LncRNA MALATI1 miR-150-5p 7 By F il AF £ % RFCA
Je 52 % T ARG 4 5 ] LAS T S0 611

25 TR, 1% LncRNA MALATI & %14 1 miR-150-5p
fR#£i5 5 AF % RFCA J5 & &% I, L7 LncRNA

MALATI B4 miR-150-5p Tl AF [ RFCA J55E & MM {E

BiF . [H RFCA J5 R KNRKZL , AWFEATRER 72 BWAFK

SN PR M 4R, (R oR 54217 LncRNA MALATI

miR-150-5p 5 RFCA JRI PRI R R oA g it — 20 BEA T AR O

W5E, LASAIE LncRNA MALAT1 .miR-150-5p 5 AF Hi#4 RFCA

IEY-¥. 1P
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