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RE B T RBa8 P ReERAEEEZR (RNA) AR am@miii/i ek 18 (IncRNA HCGI18), # s RNA-152-3p
(miR-152-3p) 89 AL EH WG RAMEHIER TG WK R, ik 82016 541 A 22021 5 1 A&RRHMEaIP £ 884 185
B ARG s KR R AEEEE X B (PCR) A FF b8 R A 3R BAG i £/ 00 58 S R (FE BB M L2 %2 2 cm)IncRNA
HCG18.miR-152-3p &£, % #7 IncRNA HCG18 miR-152-3p &3k L5 97 £ 5% B % 6 Rom B A2 A 0% &, sTIP LB B 5463
5[5, % A Kaplan-Meier 4 7 i £ 645 IncRNA HCG18 .miR-152-3p & £k A& EE WP LEE LI FEAREAEE, KA Cox
R R AT 90 £ 8 % X FRB M Hra B &, 4558 :IncRNA HCG18 £k K-Fibik, FFEBARE TR EHL (P<0.05),
miR-152-3p &k K-F ok, 97 £ 5 20 UK T % 5 2042 (P<0.05) . 97 £ /& 4022 P IncRNA HCG18 . miR-152-3p & ik K -F 5 B Frda =
HIK B (FIGO) 4 o2 B AR B 2 #4587 X (P<0.05), & IncRNA HCGI8 48 3 5 R A A F 4 41.57%(37/89) 4%
F 4% IncRNA HCG18 2885 70.65%(65/92), £ 74 %t 5 & SL(P<0.05); % miR-152-3p 28 3 & R4 4 & 75.53%(71/94), & F
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ABSTRACT Objective: To investigate the expression of long non-coding ribonucleic acids (IncRNA) human leukocyte antigen
complex group 18 (IncRNA HCG18) and microRNA-152-3p (miR-152-3p) in ovarian cancer tissues and their relationship with
clinicopathological features and prognosis of patients. Methods: 185 ovarian cancer patients admitted to our hospital from January 2016
to January 2021 were selected as the study subjects. The expression of IncRNA HCG18 and miR-152-3p in ovarian cancer tissues and
adjacent tissues (2 2 cm from the edge of cancer tissues) were detected and compared by polymerase chain reaction (PCR). The
relationship between the expression of IncRNA HCG18, miR-152-3p and the clinicopathological features of ovarian cancer patients was
analyzed. Ovarian cancer patients were followed up for 3 years, the 3 years cumulative survival rate in ovarian cancer patients with high
expression and low expression of IncRNA HCG18 and miR-152-3p were compared by Kaplan-Meier survival curve. The prognostic
factors of ovarian cancer patients were analyzed by Cox risk model was used to analyze. Results: Comparison of the expression levels of
IncRNA HCG18, ovarian cancer tissues was higher than that of adjacent tissues (P<0.05), and Comparison of the expression levels of
miR-152-3p, ovarian cancer tissues was lower than that of adjacent tissues (P<0.05). The expression levels of IncRNA HCG18 and
miR-152-3p in ovarian cancer tissues were related to International Federation of Gynecology and Obstetrics (FIGO) stage, degree of
differentiation, ascites and lymph node metastasis (P<0.05). The 3 years cumulative survival rate in high IncRNA HCG18 group was
41.57% (37/89), which was lower than 70.65% (65/92) in low IncRNA HCG18 group, there was a difference of statistical significance
(P<0.05). The 3 years cumulative survival rate in high miR-152-3p group was 75.53% (71/94), which was higher than 35.63% (31/87) in
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low miR-152-3p group, there was a difference of statistical significance (P<0.05). Cox proportional hazard model analysis showed that,

FIGO stage III~1V, high and moderate differentiation, ascites, lymph node metastasis, IncRNA HCG18 increased, miR-152-3p decreased

were risk factors for poor prognosis in ovarian cancer patients. Conclusion: The high expression of IncRNA HCG18 and the low

expression of miR-152-3p in ovarian cancer tissues are relate to the occurrence of malignant clinicopathological features and poor

prognosis.
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1.2.1 IncRNA HCG18,miR-152-3p Fik#&M A EIH
S B B AU S A (BRI A 20 552 2 om)  ZHEUREA
WRRHIGIRAET -80CHkAf o SR Trizol JAHRHUA 215 RNA
(5 RNA 2 BUAR & [ 1 — RS0 A AR, )5
GV359813), 2R F 3R A fifite =X 5 1y (PCRO) Y 19870 & (11 5%
AW TRARAR, 975 :RR024A ) & i cDNA R H Takara
TB Green® Premix Ex Taq™ ififl| & (LB A mHH 4 KR
INFE], $69 . RR420A) HEAT 1, 1L GAPDH 4 IncRNA
HCG18 N Z:519), LI U6 1E24 miR-152-3p IWZ514), 5191t
B RO AL R (0 )7 FRAA R 58 AR, 519075 W4
1, PCR Y142 Wi £5444:95°C 905,95°C 30s,63°C 305s,72°C 155,
3L 40 NMEIR, SR 20T iR 4 2 p IncRNA HCGI8,
miR-152-3p FikKF-,
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Table 1 Primer Sequence

Gene Forward primer Reverse primer
IncRNA HCG18 5" -UUGGCUUCAGUCCUGUUCAUCAG-3' 5" -AAUUCUCCGAACGUGUCACGU-3'
GAPDH 5" -CGAGAGCTACACGTTCACGG-3' 5" -GGGTGTCGAGGGAAAAATAGG-3'
miR-152-3p 5" -TCAGTGCATGACAGAACTTGGAA-3' 5" -GCTGTCAACGATACGCTACGT-3'
u6 5" -CTCGCTTCGGCAGCACA-3' 5" -AACGCTTCACGAATTTGCG-3'

122 B A BEARSGRIE LRSS TR UEYT, LU
F e A T A BT 3 AF, LA SR O T b T R M R T
o BEVIT RASRHRIERETIRI 2R A, A R 1 AR5
3 AT eE B EIERY—WR; B 2 255 34,8 6 1
AIEE AR B R EBES IR TA R 0% &
FHATPRES  TH5 3 BB, 3 F BRUELEER =3 45
ViSS RAFTE RIS / 3R 1) 58 100%.,

1.3 Git=HiE

K] SPSS26.0 #i o i BERM] (s )i 34 , 20 ] LE 5
FH O30 THECRORH AR (%) 3R0R , 2R 1] LB o K. R
Kaplan-Meier 4 17l 26 kb 4% IncRNA HCG18 .miR-152-3p 7 .
R 3 4E BRVEAF R RHTRRR M Z R Cox LXK
AL SHT R BN S B S TS AR = L DL P<0.05 225 A 40
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2.1 IncRNA HCG18 . miR-152-3p FiALb %
IncRNA HCG18 F k7K HLA , S 2 2 T 55 41 21

(P<<0.05),miR-152-3p Fih7/KF LA, I Lo VIR T8 55 20
Z1(P<0.05), L% 2,

% 2 IncRNA HCG18,miR-152-3p ik Lb &R (x5 )
Table 2 Comparison of IncRNA HCG18 and miR-152-3p expression( x+s )

Groups n IncRNA HCG18 miR-152-3p
Cancer tissues 185 2.14+0.45 3.61+0.84
Adjacent tissues 185 1.49+0.32 5.25+1.13
t 16.011 -15.842
P <<0.001 <<0.001

2.2 IncRNA HCG18.miR-152-3p Ri& GG RHIBIFTL X R
1 S5 20 217 IncRNA HCG18 . miR-152-3p k7K 544

2RO AR EAR R IR AR JE R (P>0.05), 5 FIGO 73
W R IR BRI SRR 56 (P<0.05), L3 3,

% 3 IncRNA HCG18 . miR-152-3p ik 55 FRIFIEHE M R
Table 3 Relationship between IncRNA HCG18, miR-152-3p expression and clinicopathological features

IncRNA HCG18(x+s) miR-152-3p(x:ts)
Pathological features n Expression
t P Expression level t P
level
>50 years old 95 2.19+0.47 1.507 0.133 3.55+0.81 -1.052 0.294
Age
< 50 years old 90 2.09+0.43 3.67+0.87
Yes 96 2.21+0.52 2.191 0.029 3.38+0.77 -3.858 0.002
Ascites
No 89 2.06+0.37 3.86+0.92
Menopause Yes 83 2.08+0.44 -1.649 0.101 3.66+0.86 0.726 0.469
situation No 102 2.19+0.46 3.57+0.82
Ovarian serous
Pathological ) 126 2.16+0.46 0.844 0.399 3.59+0.79 -0.451 0.653
carcinoma
type
Others 59 2.10+£0.43 3.65+0.95
Tumor <3 cm 72 2.20+0.48 1.474 0.142 3.57+0.76 -0.551 0.582
diameter z 3cm 113 2.10+0.43 3.64+0.89
Low and
. o 69 2.47+0.53 7.701 <<0.001 3.06+0.77 -6.884 <<0.001
Degree of non-differentiation
differentiation ~ High and moderate
. o 116 1.94+0.40 3.94+0.88
differentiation
I~II stage 72 1.83+0.36 -7.390 <<0.001 4.03+0.94 5411 <<0.001
FIGO stage
MI~IV stage 113 2.34+0.51 3.34+0.78
Lymph node Yes 80 2.41+0.52 7.176 <0.001 3.27+0.75 -4.787 <0.001
metastasis No 105 1.93+0.39 3.87+0.91

2.3 DPEEHALLA D IncRNA HCG18,miR-152-3p RiF5 £ EM
ISESER

185 Bl e 35 Rty 3 4, Hov 4 1277 o o8 BE iRy 181
1) B 3 3 4F B A A K R 56.35%(102/181), LA IncRNA
HCGI18 1 (2.14)43 47 IncRNA HCG18 21 (89 4], = 2.14)
/% IncRNA HCG18 £H (92 i, <2.14), & IncRNA HCG18 41 3
A B AER 41.57%(37/89), X T{% IncRNA HCGI18 4 (1)
70.65%(65/92), 22 54 G il2# & XL (P<<0.05). LA miR-152-3p
PI{H (3.61) 43 H 5 miR-152-3p 20 (94 5] , = 3.61) FI{k

miR-152-3p 41(87 ffi], <3.61), 7 miR-152-3p 41 3 4F BRULETT
# 75.53%(71/94) , /& T miR-152-3p 411 35.63%(31/87), %
SR G FE L (P<0.05), WA 1,
2.4 Cox @3S HF

HRESAR R, ISR E TS 5 FIGO 431 4
ERREE . PRI AR . kL4575 (IncRNA HCG18 ,miR-152-3p
FHR(P<0.05); 542500 R B A% Mos E 2 (P>
0.05), ZKZE Cox LI XU | IH 45 2R iR , FIGO 431 I~V
WA AR B e b b IS BRI L M B 45 55 RS IncRNA
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Fig. 1 Kaplan-Meier survival curves
% 4 Cox EAHHT
Table 4 Cox regression analysis
Univariate Cox regression Multivariate Cox regression
Factors
HR 95%CI P HR 95%CI P
Age( >50 years old=1, < 50 years old=0) 1.144 0.736~1.780 0.549 -- - -
Ascites(yes=1, no=0) 2.537 1.225~6.507 <<0.001 2.312 1.074~4.453 0.004
Menopause situation(yes=1, no=0) 1.215 0.779~1.895 0.391 - -- --
Pathological type(ovarian serous=1, others=0) 1.287 0.796~2.079 0.303 -- - -
Tumor diameter(<3 cm=1,2 3 cm=0) 1.541 0.986~2.408 0.058 -- - -
Degree of differentiation
(low and non-differentiation=1, high and 3.424 2.189~5.355 <<0.001 2311 2.079~3.565 <0.001
moderate differentiation=0)
FIGO stage(IlI~IV=1, I~II=0) 5.135 2.825~9.335 <<0.001 3.825 2.196~6.525 0.001
Lymph node metastasis(yes=1, no=0) 4.748 2.939~7.667 <<0.001 2.132 1.094~6.634 <<0.001
IncRNA HCG18( <2.14=0, 2 2.14=1) 2.905 1.819~4.637 <<0.001 2.298 1.235~4.278 <<0.001
miR-152-3p( <3.61=0, > 3.61=1) 1.251 1.154~1.409 <<0.001 1.106 1.048~1.399 0.002

HCGI18 Jhi \miR-152-3p [ {2 I S0 8 2 R A R R fa ks
MR, W 4.

3 318
Y S90S TR 1 P R L BB T R, TS 4

FE010 3 USRS Y A AR TS 2 R A RN PR R
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PRIXE, 73 SNATT RTHERH TN T3 094 30T B i 2 2 S 380M
J5 ZE BB R 2 — 2 TR Sk B o T B S 9 R T
JE RS AR B AR L. B ZTMIR RN, £
il LncRNA il miRNA 500 8UB AL 4 . KR % DI
S st o LS W UG FIRLE A — 2 S % 0.
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SR, IR SE 5 BRI ZU IR A M R R 2R
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AR B A K F52 4k 3 (09 3R 38 30k 19 52 46 240 B rry 485 7
. BRI RGP 95 A2780T 41l miR-152-3p ik
KOV 5 R BER I 25 A 06 AWFIE R, SRR
miR-152-3p FIAFEAL, WEMRTRFZAL!, FY miR-152-3p
AIRES S U HUE RN B R A . HATS¢T LncRNA HCG18
2 5 G 9 1) LR HLE] % A BRI, (A4 BF 58 22 8 7R |, LneR-
NA R HE R R iR 4 22— 2 1 4R ALK miRNA, ﬁﬁ?ti
fF 5% o B & 9 41 41 LncRNA HCGI8 £ & 3% ik,
miR-152-3p 2 {IL5R 35, #EM LncRNA HCG18 1] abui/“é%ﬂc
W B miR-152-3p 255 B SLIRE 1 B AR . 18 MR T g
JRIHE B A W) FAT 1 miR-152-3p 7T 7T WAH LA 14
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