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ABSTRACT Objective: To investigate the expression of long chain non coding RNA-MIR100HG (IncRNA-MIR100HG) and
microribonucleic acid-100 (miR-100) in serum exosomes of patients with gastric cancer, and analyze the correlation between them and
clinical pathological characteristics and progression free survival rate. Methods: Blood samples from 60 patients with gastric cancer and
60 patients with benign diseases were collected, and the exosomes were extracted. The expression of IncRNA-MIR100HG/miR-100 was
detected and compared between groups. Pearson correlation was used to analyze the correlation between the expression level of
IncRNA-MIR100HG and miR-100, single factor chi square test was used to analyze the correlation with the clinicopathological
characteristics of gastric cancer patients, and Kaplan—Meier survival was used to analyze the expression of IncRNA-MIR100HG/miR-100
and the progression free survival rate. Results: (1) The level of serum IncRNA-MIR100HG in patients with gastric cancer was higher than
that in patients with gastric cancer, and the relative expression level of miR-100 was lower than that in patients with benign gastric
diseases (P<0.05); (2) Pearson correlation analysis showed that there was a negative correlation between serum IncRNA-MIR100HG and
miR-100 (r=-0.483, P<0.05); (3) Single factor chi square analysis showed that the relative expression level of serum IncRNA-MIR100HG
in gastric cancer patients was correlated with tumor size, differentiation, depth of tumor invasion, clinical stage, lymph node metastasis
and distant metastasis, and the relative expression level of serum miR-100 was correlated with tumor size, differentiation, clinical stage
and lymph node metastasis (P<0.05); (4) PFS of gastric cancer patients with low level expression of serum IncRNA-MIR100HG and
miR-100 was longer than that of patients with high level expression (x*=37.371, P<0.05), PFS of gastric cancer patients with high
miR-100 expression was longer than that of patients with low miR-100 expression (y>=28.631, P<<0.05). Conclusion: The expression

level of serum exosomes IncRNA-MIR100HG/miR-100 in patients with gastric cancer is increased, which is related to tumor size, tumor
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invasion depth, clinical stage and other pathological characteristics. High expression of IncRNA-MIR100HG and low expression of

miR-100 may indicate that the prognosis of gastric cancer patients is worse.
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Table 1 Comparison of general clinical data

Index

Gastric cancer group(n=60) Benign group (n=60)

Male
Sex
Female

Age (years)

37(61.67) 34(56.67)
23(38.33) 26(43.33)
54.48+ 10.64 55.62+ 11.75
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Table 2 Comparison of expression levels of serum IncRNA-MIR100HG and miR-100 (xzs)

Index Gastric cancer group(n=60) Benign group (n=60)
IncRNA-MIR100HG 6.87+£2.18* 2.54+0.64*
miR-100 0.74£0.15%* 1.43+0.32*

Note: Compared with control group, *P<0.05; compared with benign group, *P<0.05.

2.3 1% IncRNA-MIR100HG ,miR-100 FiAKFRIBXRMESH LR FRIAA M, 455 B8 115 IncRNA-MIR100HG F1
% Pearson #H 43 #7 I3 IncRNA-MIR100HG .miR-100  miR-100 f77F i F 71 AH & K £ (1=-0.483, P<0.05) .
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Table 3 Relationship between expression levels of serum IncRNA-MIR100HG, miR-100 and clinicopathological characteristics

in patients with gastric cancer

IncRNA-MIR100HG miR-100
Pathological characteristics Cases
High expression Low expression High expression Low expression
Male 37 18(48.65) 19(51.35) 17(45.95) 20(54.05)
Sex
Female 23 12(52.17) 11(47.83) 13(56.52) 10(43.48)
<50 24 10(41.67) 14(58.33) 13(54.17) 11(45.83)
Age (years)
2 50 36 20(55.55) 16(44.45) 17(47.22) 19(52.78)
Gastric bottom 21 10(47.62) 11(52.38) 12(57.14) 9(42.86)
Lesion location Gastric body 30 17(56.67) 13(43.33) 12(40.00) 18(60.00)
Antrum 9 3(33.33) 6(66.67) 5(55.56) 4(44.44)
<5 38 18(47.37) 20(52.63) 24(63.16) 14(36.84)
Tumor size (cm)
25 22 12(54.55) 10(45.45) 6(27.27) 16(72.73)
Well
21 15(71.43) 6(28.57) 4(19.05) 17(80.95)
differentitation
Differentitation
Poorly
39 15(38.46) 24(61.54) 26(66.67) 13(33.33)
differentitation
T1~T2 33 11(33.33) 22(66.67) 20(60.61) 13(39.39)
Tumor depth
T3~T4 27 19(70.37) 8(29.63) 10(37.04) 17(62.96)
[~1I 22 6(27.27) 16(72.73) 15(68.18) 7(31.82)
Clinical stage
I~V 38 24(63.16) 14(36.84) 15(39.47) 23(60.53)
Lymph node Yes 27 20(74.07) 7(25.93) 5(14.82) 23(85.18)
metastasis No 33 10(30.30) 23(69.70) 26(78.79) 7(21.21)
Yes 17 13(76.47) 4(23.53) 6(35.29) 11(64.71)
Distant metastasis
No 43 17(39.53) 26(60.47) 24(55.81) 19(44.19)
Yes 32 17(53.12) 15(46.88) 14(43.75) 18(56.25)
Hp infection
No 28 13(46.43) 15(53.57) 16(57.14) 12(42.86)
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Table 4 Relationship between serum IncRNA-MIR100HG, miR-100 expression levels and PFS in patients with gastric cancer

IncRNA-MIR100HG miR-100
Relative level
Median PFS SE 95%CI Median PFS SE 95%CI
High 16.342 0.822 14.690~17.910 26.800 0.753 25.324~28.276
Low 26.972 0.753 25.234~28.276 15.300 1.366 12.622~17.978
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Fig. 1 PFS survival curve of patients undergoing radical prostatectomy

with different serum IncRNA-MIR100HG levels
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Fig. 2 PFS survival curve of patients undergoing radical prostatectomy

with different serum miR-100 levels
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