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IncRNA DGCRS {E /il g2 ik
B AL Gl A5 BRASAER ARG P 4 By *
Bk RIRAE LER
(ZZO—BERE 1 ARk 2 O shEE B & L 723000)

{Z BH: 4R % IncRNA DGCRS £ 3 /I~ i i 3 (NSCLC) LR v 4 A ik B 3L 5 s JRB SLAFAE 49 48 61, T3k : R AR 2020 5 1 A
£ 2021 4 12 A £ RIRIBADKS 69 847 F Rt 77 69 NSCLC 4 86 49 , 12 5 AR AK & 4 3K 45 I 8 A= Ak b 7 6 Bl A 5 40 R AF
Ao KA qRT-PCR | & M 9% 247 B J 5 41 4% F IncRNA DGCRS & A KT, 547 IncRNA DGCRS 4% iA K -F 5 NSCLC & # M5,
F¥ . RS IT 58 N B 506 ARG A 4089 % &, IncRNA DGCRS &k K- 5 46 S A A4 (0S) o ik kA 54
(PFS)ty # %4 . G55 5% F 4022488, IncRNA DGCRS 2 NSCLC JiF 5 2842 v 4 A ik AP AR EUK , £ 5 B A it 5 & 3L(P<0.01).,
IncRNA DGCRS ik 5 Jf 55 54042 2 \TNM 2 3 P98 A AR bk & 454 Ao i AL S A5 Z 1R B 2 ) AR X M, 25+ AR it 2 & 3L
(P<0.05), )8 Kaplan-Meier 3k 347 £ % 547, #F 7% &I IncRNA DGCRS & £k 40 4% OS % ¥ 4% DFS 45| 2 % & F IncRNA
DGCRS 1k ik 28(P<0.05) A& A2 B 1+ la 16 /R 81 N1-N3 #h @ 4545 iz 4L 4545 & IncRNA DGCRS 4% & 4 # 55 NSCLC #
# B Ef R B RMFE, 5L LncRNA DGCRS /£ NSCLC % % M % 4847 ' 4 & ik & %1% ,NSCLC % # f2 LncRNA
DGCRS A ik K55 A2 TNM 53 € 4645 | iR 4L 4545 A FUG SLA AR % 4, LncRNA DGCRS T 48 A P-4 1 £ 34 77
NSCLC ##7 H £ th 5 &M

FH#13: IncRNA DGCRS ; 3F /> 40 AT % 5 s R FLAFAE 5 48 K%
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Expression of IncRNA DGCRS in non-small Cell Lung Cancer and its
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ABSTRACT Objective: To investigate the expression of IncRNA DGCRS in non-small cell lung cancer (NSCLC) and its correlation
with clinicopathological features. Methods: 86 patients with NSCLC who were treated surgically in the oncology department of our hos-
pital from January 2020 to December 2021 were selected, and tumor and non tumor lung cancer tissue samples were obtained from the
patients during the operation. The expression level of IncRNA DGCRS in tumor tissues and adjacent tissues was determined by qRT
PCR. To analyze the relationship between the expression level of IncRNA DGCRS and the clinicopathological parameters of NSCLC
patients, such as gender, age, clinical stage, T stage, N stage, etc. The relationship between the expression level of IncRNA DGCRS5 and
the prognosis of patients with total survival (OS) and progression free survival (PFS). Results: Compared with the adjacent tissues, the
expression level of IncRNA DGCRS5 in NSCLC tumor tissues was relatively low, and the difference was statistically significant (£<0.01).
The expression of IncRNA DGCRS was significantly correlated with tumor differentiation, TNM stage, tumor volume, lymphatic metas-
tasis and distant metastasis (P<0.05). Kaplan Meier method was used for survival analysis. It was found that the median OS and DFS in
the high expression group of IncRNA DGCRS5 were significantly higher than those in the low expression group of IncRNA DGCRS (P<O0.
05). Low differentiation, clinical stage of II+IIla, N1-N3 lymphatic metastasis, distant metastasis, and low expression of IncRNA DGCRS5
were all related to the overall survival rate and progression free survival rate of NSCLC patients. Conclusion: The expression of LncRNA
DGCRS in tumor tissues of NSCLC patients is decreased. The expression level of LncRNA DGCRS in blood of NSCLC patients is corre-
lated with the degree of differentiation, TNM stage, lymphatic metastasis, distant metastasis and prognosis. LncRNA DGCRS can be used
as a new biomarker for early diagnosis and treatment of NSCLC.
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i S S BRI AR SCAE T 1) LAY, i FEH81% 1
A3 WA AL /N M (small cell lung cancer, SCLC),
25901 15%, FE/NIHUMTE  (Non small cell lung cancer,
NSCLC), 2 59l 85% P py 3K Sy fii i & A= AN TR) 3 F
BLHI, NSCLC HiA it —Fh 5 Bk, NSCLC FHI2 W &
WFARIG S AEAAFFE R 55%~80%, SRl ,40% B HTELMT
B2 TV A, FAEA AR 10-15%8, HRiEA o7k, 4
TR T 1 A7V RURT 2 AR 173k, X 1 et v Ml s R0
HRYTRCRAT SR ARG A NI, R, 5853 1 g 16 e (L
i, 0 TR A B T R AR A R B 1) T SR R
TS, B W R IR IncRNA 5988584 ¢, TA AT LAVE i ik
FRE A0 B 2 HEE T, e AT 28 5 g 2 A 4
T RZERIFERS A CE, 1T IncRNA 7E CHER HLAE FR AR 1Y
YERL EMVERB RGTRTA Y 7L AR Az )06, o Di-
George ZEHEKCHEIX KN 5 (DiGeorge syndrome key region
gene 5,DGCRS), Il BT LW . M5 pFEl s T
DGCRS TEA5 G R b i A BRI D AR L 45 I HE (FLAR
I S IRAERE S BT, AR &, DGCRS # & A7
REHIEA L TR, I FLIXP /b 38 2o S0 68 20 A v 1
Wt {553 SR AN 5 TR AR S, AR R R,
IncRNA DGCRS 7 AT 4fl i 1 3RI5 5L, DGCRS Kk 54 5
WG A RA K, 21, DGCRS 7EHEE A ZUMAN I &R b B,
Jf H IncRNA DGCRS5 (WL #RiE 1 JUK FT p38 MAPK & 42 1l
Tl 40 L3 B AR T L IncRNA DGCRS 76 [AlJEEHiE (1 &2 95
B T HAT AR FE . IncRNA DGCRS 7 filid Hh £ W4
i, {AHAE NSCLC i fE A il , HERS S5HE
NSCLC 1) %& 15 & J& X WUs 43 Fe itk — 2B iF 58 . A58 40
IncRNA DGCR5 357K -5 NSCLC £ 3% 1lfi Fyps FRARAE (14 56
I35 IncRNA DGCRS5 5 NSCLC 35 il f= AR G o

I PR STk

L1 —Rg&E#

TEHR 2020 4 1 H % 2021 4% 12 H fE 3R B M BHCA 1 E
TTFARIAITI NSCLC B35 86 17, EF AR M ] B 3A5 e
AN ifryge 1 e 55 AL SRR AR

AEARHE 0 L HAG A 6112 R NSCLC, £ 4 (b lfi IR
JifrfEg 2425 (CSCO) AR/ N M2 Y7 76 78 (2021 JR)N;0 L&
B IIRRIET ;0 BEUTBORISEEE ;0 RETARSALAMHURIEIT;
0 ARG R R RSB ANE R .

HEBRFRE 0 ST HALEMENR 0 IFTIRESRH ;0 Lo
FARIEH

86 3 i, T3Pk 45 1, Lo Pk 41 4] AF 1 26-83 %5, i fiL
AR 64 % AR <60 % 42 i, =60 3 44 ] g B Y .
S 56 ], iR iE 30 s HEU LR BE - e b oAk 33 9] (R Ak
53 i,

AMIGR 22 5 BEAC B2 A I At v A 58 X G 0 R 3
12 FERAN SR

MiRNeasy Mini Kit (Qiagen,Valencia, CA,USA),Nan-
oDrop 2000 (Thermo Fisher, Wilmington,DE,USA ), SuperMix
(TransGen, Jt 3%, F [# ), SYBR green gPCR SuperMix ( Applied
Biosystems Life Technologies, Foster, CA,USA ),

1.3 qRT-PCR

fdi ] MiRNeasy Mini Kit J\ZHZURIZH P2 UE RNA,
F NanoDrop 2000 jllj i RNA. Fv B AT i o ARPE RIS e
i1 TransScript 55— cDNA & i, SuperMix & (55 —4% cDNA ,
RT-PCR | %2 i SYBR green qPCR SuperMix 7 ABI prism
7500 JFH RN RS AT . SN :55°C 10 434,95°C 30
6 .55-59°C 30 #bAN 72°C 42 FPAY 40 NMEFA, T 2 iR
FEECEA (TR BIE) .

1.4 WEZIEHR

IncRNA DGCRS5 #3A7KF5 NSCLC &Ml . 485 I
PR T 4330 N 0 309 55 e PR 5 B 2 B0 R 6 & L IncRNA
DGCRS KKK 5 HE TG B AEAF 1 (OS) Mt Jie 4= A7 19
(PFS)IWXF, Mfiiz > NSCLC FIFET- H S BE L H 5
AAFHR, N2 NSCLC S R A& B 7% (A2 stk H
R JCHE SR A AR
1.5 BB

R HIH GG K 2 A RS & 09 75 i e RS, 0T 45 5
i 3 4F, 5 3 D HBEVT— UG5 4.5 808 6 D H BT —IR,
SAELUE R 12 DA BEV —IR . BTN A4 i BRS Ar 5 R
e (R e DX (L 25 A TC R A5 ) A ARG A (it Fof 4y o 50
BRI HIEIRE AL ) LR A (CT P43  MRI k55 )

1.6 SITFETE

K SPSS19.0 M- W R B AT g0 4, it
BORER FIE8E ARz (a2 s) 2R AR HUBCR H ¢ K050 5 114K
BERER T (%)137 , 4118) LSRR, 22 A B AR O
PER T Spearman BAHIC AT, Ll A AE M1 26, A= AP BIE (1 40-#r
K F KaplanMeier #4341, A P<0.05 #2257 BT Gei 243 3o

2 R

2.1 IncRNA DGCR5 [ 7E NSCLC AL R ESA LA RIE
Higse 44U e, IncRNA DGCR5 78 NSCLC figi 41 41
B R ACEAIT AR, 22 3 A G243 L (P<0.01), L3k 1,

% 1 IncRNA DGCRS5 # NSCLC A R ESALN hHIKR %
Table 1 Expression of IncRNA DGCRS in NSCLC tissues and adjacent tissues

Relative expression t P
Cancerous tissue 5.69+ 1.64 12.542 <0.001
Paracancerous tissue 1.83+ 0.32
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2.2 IncRNA DGCRS Fiz 5B EINKRFIEH X FR
IncRNA DGCRS5 ik 5 Mg /b8  TNM 2017 fibvigd {7
AR IR EL AL R I Ab 56 4% 2 [ A7 78 B AR OCHE , 2 R A Siit

228 7 (P<0.05);SCYLI-BP1 ik 5 B FAEW ML JRRk

T A 0 2 (8] JC B A G (P>0.05) 0 WL 2.

% 2 IncRNA DGCRS 5l RHEESHAME XD
Table 2 Correlation analysis between IncRNA DGCRS5 and clinical pathological parameters

IncRNA DGCRS5
Clinicopathological parameters n
Relative expression t P
male 45 1.80+ 0.28 0.276 0.599
Gender
female 41 1.85+ 0.30
<60 42 1.79+ 0.35 0.313 0.576
Age
=60 44 1.86% 0.32
<3cm 43 1.79+ 0.32 4.114 0.047
Tumor diameter
>3 cm 43 1.85+ 0.36
Squamous cell carcinoma 56 1.78+ 0.29 2.12 0.145
Pathological type
Adenocarcinoma 30 1.86% 0.41
yes 30 1.84+ 041 3.784 0.052
Smoking history
no 56 1.79+ 0.29
Low 53 1.65+ 0.28 4787 0.029
Differentiation degree
Medium/High 33 1.92+ 0.36
I 49 1.93+ 0.27 6.438 <0.001
TNM stages
ITA-TITA 22 1.74% 0.26
NO 54 1.93+ 0.30 6.651 <0.001
Lymphatic metastasis
N1-N3 31 1.68+ 0.28
MO 57 1.96+ 0.34 6.754 <0.001
Distant metastasis
Ml 29 1.68+ 0.29

2.3 IncRNA DGCRS5 Fix 5 OS K DFS z g/t K%
HEHE NSCLC H 3 fhysi 20 20 IncRNA DGCRS ik D
DB T, WE S MR ERAMERILIH, RARA

Kaplan-Meier SE A7 417041, WF5E 4 BH, IncRNA DGCRS5 &
FRA 7 OS Ferfifi; DFS 435l i 2 5 T IncRNA DGCRS 1%
FIRUL(P<0.05),

% 3 IncRNA DGCR5 5 NSCLC &% OS & DFS #y K-M B EZE£EEFHHT
Table 3 K-M single factor survival analysis of OS and DFS in patients with IncRNA DGCRS5 and NSCLC

MedianOS Log-rank MedianDFS Log-rank
Groups n P P
(month) %) (month) €3]
Low expression group 42 35 4.685 0.028 28 4.168 0.047
High expression group 42 59 41

2.4 NSCLC BEHEEEESH

JiIEE B4R >3 em RS ABAREE T+ Ia i PR3 (N1-N3 i
EHHe AL | IncRNA DGCRS ik 534 5 NSCLC i
OB AERA O, LR R B (HR) 4352 1.352.2.523 2453
1.865.2.658 F1 1.418 (P {H 43524 0.046.0.012.0.008.0.016
0.007 F10.028 ), fI/LFERE I+ IMla I PR 43401 N1-N3 k4%
% LA FEFS M IncRNA DGCRS ik K353 5 NSCLC & Tt
A A7 A 56, fE B R B (HR) 43 51| Ry 2.152.1.487 ,1.527
2471 F1 1318 (P 18 4% % & 0.015.0.045.0.024.0.015 F0

0.039), L3 4.,
3 ik

IncRNA 7] LUE 3 75 24 "miRNA 45 " 5% 5w 44 9 TR 1
RNA (ceRNA )3 85 miRNA, 3% 4 P45 & A4 ] miRNA, )
MR EN % Bbr mRNA [#55/E M, W7E NSCLC B
FERIMESEMEEFE Y 1 (NEATL) B 7ER
miR-377-3p ] ceRNA,NEATI 5 miR-377-3p [ EH45 4 551
o E2F 5555 F(E2F)3 MTE , X /& miR-377-3p Y E 340
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% 4 NSCLC % OS.PFS S EEN T
Table 4 Multi factor analysis of OS and PFS in NSCLC patients

oS PFS
Clinical parameters
HR 95%Cl P HR 95%CI P
Tumor diameter (>3 cm/<3 cm) 1.352 1.084-1.865 0.046 1.589 0.910-2.555 0.133
Differentiation degree (low/

2.523 1.365-3.658 0.012 2.152 1.468-3.457 0.015

Medium and High)
clinical stages (II+ I1Ia/I) 2.453 1.241-4.149 0.008 1.487 1.127-2.543 0.045
Lymphatic metastasis( N1-N3/NO ) 1.865 1.174-2.541 0.016 1.527 1.114-2.352 0.024
Distant metastasis (M 1/ M0) 2.658 1.465-2.846 0.007 2471 1.137-2.658 0.015
IncRNA DGCRS5 (low/high) 1.418 1.124-2.365 0.028 1.318 1.112-1.902 0.039

FR, (RSMIFFEFI]  NEAT 3 i 445 35 E2F3 38 Bs 1)
miR-377-3p/E2F3 #ilisk g #k NSCLC 4iifitiAE: K2, NEATI A
UEBAT L " 434 "miR-181a-5p, |- A HAMEL R i iE A% e 2 R
1 B2(HMGB2)Jf-4# il NSCLC i ffi3 5 F1{22813, NEATI 5
ANl miRNA 8 B7F FH I3 i A R 815 NSCLC Mg & A=
B fiE 11 FWIAEAE S 2 AU TH AT 4%, i H. LncRNA A DL i {17
HETE GYN AR BN BT - & B AR R I E R e
A e o7 VR 5 B DI BEM, 4N L TR, IncRNA 7] LA 35 2
A ELAE PRI S 5264 BROTR b, D T 9] 2 DR 3R R 1 451
BB, LncRNA A GEA 1 B ok (8] 258 17 miRNA 15 &
Bk E A E 5 . A5 BE2F3 KA NEATL 575
UL T, MALAT g UER W] DL BB BAE RO " 4Rt
"miR-206 , T A 1 88 B(AKT)/ WFL3h 4 i ihds 2 M
1 (mTOR)3@ i LA i - Bz 4 il AS49 1 H1299NSCLC 4 i 1)
] AL (EMT) FIIE A,

LncRNADGCRS 1 45 i i A 5 48 1 [ oy 22 IR 2 3807
IncRNADGCRS 38 i 284 miR-320a £ [ i g r 410 51 40 e 1
FERS, FEPeRE T i & R IncRNADGCRS J2 b
A F . AWFSE & 3 IncRNA DGCRS5 7£ NSCLC B F AT
Pl o [A] B BE AR A 5 & B IncRNADGCRS #ifi] 1 LC 4 Mg &
H520 F1 H1299 () 58 FE 09, gk — - UF B IncRNADGCRS
HAE i B F R R -

IncRNAs A el i Z LG ZEVE T, ceRNA FRSHOIHK
Z A IncRNAs 1 miRNAs 22 [a] {3511, 3200 IncRNAs
1F 2 miRNA V458 & AEAERT, 6 m i 75 miRNA f3RiKKF
miRNA 3 3§ [ ¥R JE P Y 3'-UTR 3R 35k R 26 38 1 32 B4 1
HF e S iR AR et e . BRI R IR EE R
%% RNADGCRS il SRSF1 /-3 Mcl-1 Al AR 5§ 355 5
A IR 40 M A9 Bb R &% £ @, LncRNA DGCRS 3 i
miR-21/Smad7 #1 miR-23a/PTEN #li 7 i J5i 88 vh % ¥ P09 4
FHEN, TR IRR K AR IE SRS RNA DGCRS 15 BR S 2 W M TS
HIH A AR Y @, GCRS 38 #f MEK/ERK1/2 Fil INK/p38
MAPK i #4fk MiR-3619-5p fe s iH8esw ™, REAEMFIE 2]
IncRNA DGCR5 5 TUSC3 352 miR-873-5p Wi 7o4 ; [F] i 7
NSCLC 4121 ' ,miR-873-5p Lt Xf MR 41 thik 3 1%, 2R
miR-873-5p 7E it #f i 4 it e vp 9 /E A 20, W] DL, IncRNA
DGCRS5 7] LUE L 2K miRNA &4 H ) GERf LR Rk

2 H TN 1078 2 W], DGCRS 3l o 3475 22 i it 465 i 22 Fh 4
HIDhRE , fuf EMT i e AL - A . i AR NSCLC
BARBLHNE T ZIRAIRTT

IR SR BER BRI A E e i~ vh R A AR, AT RS

S FEUR A7 5. LncRNA 75745 6.0 5 1 FUMDIRE S0

I R AF EZAE P, IncRNA DGCRS 25 S A 5G9 A= 4)

P, 5 IR T B S A IR T R S A A AT R

FRIARDCIER . DRI , E—AD ARG A6 e e ) S 4 v 40 5 0

5 DGCRS Z[HHYSE AR, /] LA S SR )T Tl (X

B PE 3 A 2 W], DGCRS 3R 3k 5 i 2 4 1 1 G e 4 %

DIARSE . fian , ZEAR O B SR b S e 40 i 4= 1 5 DGCRS #

A5 A TURSC . 2 i b S e A AR 1 5 e e Al 2 T

KA. AU DCGRS [RES15 2 M G 4 MR 17 , I 1EReAE S

BEIRTT AT AR TS S (E
2% | Jirik , LncRNA DGCRS 7 NSCLC &% g 2141 i)

FIKEFEAT, NSCLC 75 il LncRNA DGCRS K ik/K-F-1570k

FEEE TNM 703 NSRS | AL He 7% Je WUm HoAr Al 5t

LncRNA DGCRS Al i 2 Wi iy NSCLC (13 LA )
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