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e BRI TEARBALRIESDE G FaMR N 20AKIF20A). EE AR 2 4 KB EE G B-35(LAPTM4B-35) £k 5 s K7
WAAER TG 6% R, Tk B 2012 5 4 A £ 2015 5 8 A8 TREATF K& 7769 80 61 F 5 MBLE & FEARFR AT £, 1
M T N R LA LR VA B B Y % 2 cm vA b 48 28 KIF20A . LAPTM4B-35 mRNA #35 K-F. 947 F & N EH LR F
KIF20A .LAPTM4B-35 mRNA #.i& 5 s KR EH A0 X &, 547 R B KIF20A LAPTM4B-35 mRNA £k &% 5 F 2 A HF0G £
Fo S FETAREELETSH YR L, R 55 FARAL, TF ABEALZ P KIF20A . LAPTM4B-35 mRNA 4% i /K -F 84
B3, EF A G FEL(P<0.05), A €4 34500 & FIGO 4 $A1ILHA & 4 04 % 40 42 KIF20A .LAPTM4B-35 mRNA # ik /K -8
23 TAKCEHB AR FIGO 454 I~11 3 B4 095B 40, 2 A 4t FE L (P<0.05), KIF20A & F A m &4 5 F L2559
2% T KIF20A %4828 ;LAPTMAB-35 fk ik % & 5 F XA B R 25 T LAPTMAB-35 5B %, 2R ALK FEL
(P<0.05), Cox W12 45445 £ 27 : FIGO 5 #1141 A #k &4 #:8  KIF20A mRNA & %A fo LAPTM4B-35 mRNA FH Ak = F %
B B TG 09 % B (P<0.05), %518 £F 8 MBS F KIF20A LAPTM4B-35 mRNA & & K-FFH &, Ak ek 4645
FIGO 4 #1%x 3% % % 5 40 2% KIF20A LAPTM4B-35 mRNA #.i% K- Eif KIF20A \LAPTM4B-35 5 4k B4 5 F 2 A B R T,
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ABSTRACT Objective: To investigate the relationship between the expression of kinesin family member 20A (KIF20A) and lyso-
some-associated protein transmembrane 4 beta-35 (LAPTM4B-35) and clinicopathological features and prognosis in endometrial carci-
noma. Methods: 80 patients with endometrial carcinoma who underwent surgery in our hospital from April 2012 to August 2015 were
selected as the research objects. The expression levels of KIF20A and LAPTM4B-35 mRNA in endometrial carcinoma tissues and para-
cancerous tissue more than 2cm away from the tumor edge were detected. The relationship between the expression of KIF20A,
LAPTM4B-35 mRNA and clinicopathological features in endometrial carcinoma were analyzed. The difference of 5-year overall survival
rate in patients with different KIF20A and LAPTM4B-35 mRNA expression was analyzed. The prognostic factors of patients with
endometrial carcinoma were analyzed. Results: Compared with the paracancerous tissue, the expression levels of KIF20A and
LAPTM4B-35 mRNA in endometrial carcinoma tissues were significantly increased, and the differences were statistically significant
(P<0.05). The expression levels of KIF20A and LAPTM4B-35 mRNA in carcinoma tissues of patients with lymph node metastasis and
FIGO stage III were significantly higher than those of patients without lymph node metastasis and FIGO stage I ~ II, with statistical
significance(P<0.05). The 5-year overall survival rate of patients with low KIF20A expression group was significantly higher than that of
patients with high KIF20A expression group. The 5-year overall survival rate of patients with low LAPTM4B-35 expression group was
significantly higher than that of patients with high LAPTM4B-35 expression group, with statistical significance (P<0.05). Cox regression
analysis showed that FIGO stage III, lymph node metastasis, high expression of KIF20A mRNA and LAPTM4B-35 mRNA were the
prognostic factors of patients with endometrial carcinoma (P<0.05). Conclusion: The expression levels of KIF20A and LAPTM4B-35
mRNA in endometrial carcinoma tissues are increased, and the expression levels of KIF20A and LAPTM4B-35 mRNA in carcinoma
tissues of patients with lymph node metastasis and higher FIGO stage are increased. The 5-year overall survival rate of patients with high
expression of KIF20A and LAPTM4B-35 decreased.
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WhsWi AR A R . WKBh AR A MG 20A (kinesin
family member 20A ,KIF20A ) SR 4GS I EEHWRE N, S
S 2257 BEFN AT R 5 1 R, TR R SR R A !
LG ek LA R A A R BUS MESSE MR E, %
B DG 4 RESIEE 15 B (lysosome-associated protein trans-
membrane 4 beta, LAPTM4B ) J&—Fh 7 4 I fi5 )12 5377 1 fise
S, LAPTMAB-35 R HE B 2 —, S 54051
TR A RN, FEFR U AR i BB AN A Rk L, B
e g1 ba i AN )7 N B S R D B WK i st B e e = e
FRAE R R A 22 L o ASDIF9 30 e Al - P R AR I DR
FEACH ) KIF20A \LAPTM4B-35 ik, B1EXt —HFik 5%
I AR BRARAE B T 1956 R A THIFSR o

| R i

L1 — 5ok

el 2012 4F 4 A 2 2015 48 8 A WIA TR EEAT FARIGI?
1 80 191555 IR 8, W ARE : (D T BB T T8
DIBRA B L5 T FIARRTT , AR5 4S5 B2 A AL 12 0
B AR ; ()R PRFERIERE 5 (3) B s R 2 LA B Rl 45

(DIFIRFEARCRAETEHE . HEBRFRAE : (1) ABERTHESZ UL
Q)EIAHEBMMIE ; (3) G ISR MU IL 0% . 80 4]
TE B R AR 41~75 %5 PRI (53.87 11.28)%
FIGO 438k 1T ~ 1181 54 41, 1113 26 5] ; i Jgd /NS 3 em 23
B, >3 cm 57 fi ;46 A 2 22 ), TE A 2 58 5 A R s 25
), TCHRIRIR L 55 1) ; Jo5 BEISHU K T 5 P9 ERE Rdes 52 141, B
! St R 28 B M Ik Ak 24 1], R AT Ak 56 il
Bk LR R 30 I, Uk M 45568535 50 6 TTHLZ R ok
WURBHE <172 35 46 f4i],2 1/2 3 34 fil . ATFRZEBEIEZ
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1.2.1 #il KIF20A . LAPTM4B-35 mRNA £iEKE TR
VIBR 05 PSR 20 2 S BB IR 321 4% 2 em L A9 5% 1
HEFEAR BRI, FH Trizol B4R LR RNA, L H]
DR6000 £84b - AT o406 T (i A 35 E HACH A &) )il
FEH OD {H, 4§ ODyyODyy oy 1.8~2.1 W] 5 RNA Vi & 50 5
ZORBUS RNA 0.5 pg, I AT 5% S0 & [l A = 49 TR
(%) AFRAF], §25 . SPO032] [ 4 5% cDNA, Bt B 52 56 e
## PCR (quantitative real time PCR,qRT-PCR) J W {4 % ;2%
SYBR Mixture 5 pL,cDNA 0.4 uL, F TF##5144 025 uL,
ddH,0 4.1 pL, 3 10 pL, LN GAPDH 1E 25 N2, 46 I 46 b Je A
ZEIYFFILZR 1o N5 :50 C Fii#h 2 min, 95 CHiAS P
30,95 ‘CASME 35,60 ‘CiBk 305,73 CHEAf 15 s, i} 40 4~
PG, Bt XS A FT-CW96 i qRT-PCR X (14 H LLZR K&
MR A RAF ). BL 2+ < 3k KIF20A .LAPTM4B-35
mRNA FikKF,

% 1 KIF20A .LAPTM4B-35 % GAPDH Hy3| 415 %1
Table 1 Primer sequences of KIF20A, LAPTM4B-35 and GAPDH

Indexes Upstream primer sequence Downstream primer sequence

KIF20A 5'-TGCTGTCCGATGACGATGTC-3' 5'“AGGTTCTTGCGTACCACAGAC-3'
LAPTM4B-35 5'-GCCCGGAGCGATGAAGATG-3' 5'-CAACAGTACCACAGCATTGATGA-3'

GAPDH 5'-TCACCATCTTCCAGGAGCGA-3' 5'-CACAATGCCGAAGTGGTCGT-3'

122 B XA BE TN 5 AERBETT , BT E S
ISR 2R A%, FARTEBERIE 1d HBEVIFF IR,
Fpb% 3 A A AT — BT, SR BT T B B 7 e T g 1k )
BEVIZS R . BEVIHE IR TR 2020 4E 8 A .

1.3 Git=oHh

R HI SPSS20.0 FAFHEATH A3 HT o Tk BRI E £

PRifEZE R, I LR ST REAR ¢ K5, A A7 5 TR
Kaplan-Meier 3 fll Log-rank 6% . % Cox bl XU [51 I5 434

BETUSHIHNER . P<0.05 MZEF .
2 &R

2.1 FEHNEEALREEHAL R KIF20A, LAPTM4B-35 mR-
NA RikKE

N R 2 41 FR KIF20A \LAPTMA4B-35 mRNA ik 7k
A R TR SR ZU(P<0.05), L3 2,

* 2 FENRBALAREZTHLFR KIF20A LAPTM4B-35 mRNA FikKF(xt )

Table 2 Expression levels of KIF20A and LAPTM4B-35 mRNA in endometrial carcinoma tissues and paracancerous tissue( xts)

Groups n KIF20A mRNA LAPTM4B-35 mRNA
Endometrial carcinoma tissues 80 2.43% 0.72 3.47+ 0.87
Paracancerous tissue 80 1.55+ 0.37 1.18+ 0.33
t 9.723 22.013
P 0.000 0.000
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2.2 7 [E) Il A 97 B A AIE 2B T 4H R P KIF20ALAPTMA4B-35  (P<0.05). A[FAEWE 21800 R 5 g B AL g Ok

mRNA FRikKF AN B g A R IL R R R E R 42U KIF20A
AR A5 B UL K FIGO 3 B T A& 2 B9 8 4140 LAPTMA4B-35 mRNA SRR, e igtit# i L (P>0.

KIF20A \LAPTM4B-35 mRNA K iA/KFW i TRk EL 45 05). HAAEE L3 3.

LK FIGO 7339 I~T1 Wi % s 2l 2L, 2R Ageit#E X

% 3 AEGRRIEFHE R E REALR F KIF20A LAPTM4B-35 mRNA FRikKF
Table 3 Expression levels of KIF20A and LAPTM4B-35 mRNA in carcinoma tissues of patients with different clinicopathological features

Clinicopathological LAPTM4B-35
n KIF20A mRNA t P t P
features mRNA
Age 0.518 0.606 0.652 0.517
<50 years 34 241+ 0.33 3.44+ 0.34
= 50 years 46 2.45+ 0.35 3.50% 0.45
Menstrual condition 0.220 0.826 0.700 0.486
Yes 22 2.44+ 0.31 3.52+ 0.37
No 58 242+ 0.38 345+ 0.41
Diabetes history 0.350 0.727 0417 0.678
Yes 25 2.45+ 0.32 3.49+ 0.37
No 55 242+ 0.37 345+ 0.41
Pathological type 0.000 1.000 0.605 0.547
Endometrioid
) 52 2.43+ 0.39 345+ 0.44
adenocarcinoma
Mucinous / serous
) 28 2.43+ 0.35 3.51+ 0.39
adenocarcinoma
Tumor size 0.316 0.753 0.469 0.640
< 3cm 23 241+ 0.37 3.43% 0.38
>3 cm 57 2.44+ 0.39 348+ 0.45
Histological
0.950 0.345 0.751 0.455
differentiation
Medium and high
56 240+ 0.41 3.45+ 0.37
differentiation
Low differentiation 24 2.49+ 0.33 3.52+ 0.41
Lymph node metastasis 13.338 0.000 18.808 0.000
No 50 2.03+ 0.29 2.87+ 0.33
Yes 30 3.09+ 0.42 446+ 044
Myometrial infiltration 1.031 0.306 0.440 0.661
No or <1/2 46 2.40% 0.33 345+ 0.41
= 1/2 34 2.48+ 0.36 3.49+ 0.39
FIGO stage 12.111 0.000 19.648 0.000
I~1 54 2.10% 0.29 2.92+ 0.22
11 26 3.11% 0.45 4,61+ 0.55

2.3 KIF20A.LAPTM4B-35 mRNA ¥ E5EFENEEEET  (n=23);LAPTM4B-35 & %354 (n=57) . LAPTM4B-35 {{ ik
BEMX R 4 (n=19), KIF20A {5 3RiE4 BH#H 5 4F LAEAF RN 32.08%

80 IR E AT 5 48, 605 4 B, RV 5.00% LI FEMNEE  (17/53),KIF20A Ik 3R 35 4H & 35 5 4 BB fF R 78.26%
24U KIF20A \LAPTM4B-35 mRNA ) RKFKFENEME  (1823), AR E SF L AFRILBEERARITFE XL
¥ B o KIF20A B %3520 (n=53) KIF20A fii £ 1540  (Log-rank x*=13.781,P=0.000) (€] 1A), LAPTM4B-35 fik ik

G



- 928 .

MREYESHE  biomed.cnjournalscom Progress in Modern Biomedicine Vol22 NO.5 MAR.2022

H R 5 AR MRS 73.68%(14/19), T LAPTM4B-35 &3
R BN N 36.84%(21/57), WLHBH S AERAER LI E

1.0~
0.8|=
@
g
S 06/
2
3
w
T 0.4-
$
o
0.2)= -~ KIF20A low expression group
1 KIF20A high expression group
0.0 1 1 1
.00 20.00 40.00 60.00
Survival time(months)

A G5 ¢ % X (Log-rank x=7.836,P=0.007)([&| 1B).

1.0-
0.8)=
v
g
S 06}~
2
3
w
T 04~
v
>
o
0.2/l= .7 LAPTM4B-35 low expression group
~1 LAPTM4B-35 high expression group
0.0 1 1 1
.00 20.00 40.00 60.00
Survival time(months)

1 [ KIF20A . LAPTM4B-35 mRNA Ri&F 5 HFEE £ & #Y Kaplan-Meier %k
Fig.1 Kaplan Meier curve of endometrial carcinoma patients with different KIF20A and LAPTM4B-35 mRNA expression

24 FEAREEREREXZMERA Cox Lol XEEE Y5
B2, 23 PRG-I LARER /I AR EARFAEAE

AR, AT PR A TUS A D AR i (AR AF =0, KT =1)

2 A Cox He A XUBS: [ U3 53-#r , 285 5342 7 FIGO 3 T A7 ik

B 2558 (KIF20A mRNA 5 #2351 LAPTM4B-35 mRNA 3%
TR N R B TS 1) 2 PR 22 (HR=1.411.1.900,1.480,
1.525,P<0.05), lL3 4,

®4 FERNEERETRZMEZH Cox LLHIRM EIFS #

Table 4 Cox proportional hazards regression analysis of prognostic factors in patients with endometrial carcinoma

Cox single factor

Cox multifactor

Variable Assignment
HR(95%CI) P HR(95%CI) P
FIGO stage 1=I,0=1~1I 1.452(1.107~3.302) 0.000 1.411(1.135~3.258) 0.000
Lymph node metastasis 1=yes,0=no 2.121(1.343-2.502) 0.019 1.900(1.234~3.186) 0.025
1=high expression,
KIF20A mRNA . 1.556(1.196-2.572) 0.000 1.480(1.202~2.428) 0.000
0=low expression
1=high expression,
LAPTM4B-35 mRNA 1.692(1.160-2.095) 0.011 1.525(1.207~1.814) 0.013

0=low expression

3 91t
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