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ABSTRACT Objective: To investigate the expression of dedicator of cytokinesis 10 (Dock10) in lung cancer tissues and adjacent
tissues and its significance in the prognosis and diagnosis of lung cancer. Methods: 98 patients with lung cancer in our hospital from June
2010 to June 2015 were selected, and the expression of Dock10 in lung cancer tissues and adjacent tissues were detected. The relation-
ship between the expression of Dock10 and clinicopathological features was analyzed. The influencing factors of prognosis were ana-
lyzed. The value of Dock10 in the diagnosis of lung cancer and the relationship between its expression and prognosis were analyzed.
Result: The expression levels and average expression quantity of Dock10 mRNA and protein in lung cancer tissues were higher than
those in adjacent tissues (P<0.05). The expression of Dock10 was correlated with tumor size, TNM stage and degree differentiation (P<0.05).
Cox proportional hazards regression analysis showed that smoking history, TNM stage, differentiation degree and expression of Dock10
were the influencing factors for the prognosis of patients with lung cancer(P<0.05). The results of receiver operating characteristic (ROC)
curve analysis showed that the area under the curve and the optimal critical value of Dock 10 for diagnosis of lung cancer were 0.894 and
1.877 ng/mL, respectively, which had certain diagnostic value. The 5-year survival rate of patients with low expression of Dock10 was
higher than that of patients with high expression of Dock10 (P<0.05). Conclusion: Dock10 has a certain significance in the clinical diag-
nosis and prognosis of lung cancer, and may be used as a potential auxiliary index for the diagnosis and prognosis of lung cancer.

Key words: Dedicator of cytokinesis 10; Diagnosis; Prognosis; Lung cancer; Influencing factors

Chinese Library Classification(CLC): R734.2 Document code: A

Article ID: 1673-6273(2021)12-2258-05

BE SARAAFARATSIREARST PUtl , SRR R i 2T AR A
R

S KB R R AR RS BUR A TR i

R DL A PE R 2 — 0 AJSHRHR MR, ke, A9 R IR 43 24 FIAL T (Dock )5 5 5 RIIBR
O, SR B T XA T TEARL A AGIT BOTR e RIBAT 2 IR 09, Dock10 /2 Dock ZOH ML 2
FURIAYT TGS T ARAHEE (L T R 6 — 2 5004 L P TR FIR2E  JL S kAL S F R
SR SEE TSI A AL T W, FLHZ SRR % R R ATR AR, {1 Dock10 {ERE AT 4

* 4T H AR R H (2017CFB635)
PR T 22 E % (1987-) 3 T+, F9R BN, W5 75 17 < Ml A s HL ) A 7A)7 , E-mail: hblesheng@126.com
(e H $97:2021-01-08 43237 H #7:2021-01-30)



PDREYESSHE  biomed.cnjournals.com Progress in Modern Biomedicine Vol21 NO.12 JUN.2021

-+ 2259 .

AU PR, ABFFERI T 98 {5 fifi i 2H 2 K i 55 2 2R
Dock10 (X ME UL, T Dock 10 5 fifi i 12 Wr K Filf v i) &
SCAGEITT

1 ZERAn R i%

1.1 — g3

PEHR 2010 4F- 6 H & 2015 4F 6 H HATE] 3R BEUSIA 1) il 988 18
98 5, 55 77 M, 4 21 5] AEHS 29~78 %, -1 (57.53%
1291)% . Y4 AFHE: (1) BT B F 2 2 W12 o Fili ;
(2)TNM 43 #20 - G F ARG ARIZZ T ST 5T ]
T BIBEIRTT ; (4) YRS FARBIE BB SR FARIFR
AR o HEBRARAE : ()& 7 A 2 5 (2) B IS phEm
HORIRRER, RBERECA PR (3) W EfRR AR 6 ™A
F 5 (BEVFRTEIRIRTR R 23 . B MR E B s s
HZBRIZER, AR AR EACHEZ 0 SHEHT .
1.2 #i&
12,1 FHREEREEERE(RT-gPCR) I A4 EH
TRAREWER I T -80°CrkAE T, R TRIzol $2IUE RNA,
i QuantiFast RT-PCR & 7| & X ¥ 5 i cDNA, Quanti-
Tect-SYBR-Green-PCR #1ill Dock10 %635, GAPDH £~ N
%, Dock10 2|7 5)H 5-GATCTCTTGGAACCTGAGTC-3'
F1 5- ATTCCTCTGGAAGTCCCTTG-3', GAPDH ¥ 2| ¥ )% %)
%4  5-CCAGGTGGTCTCCTCTGA-3' Ml 5-GCTGTAGC-
CAAATCGTTGT-3', 2** < 43HT mRNA FHXT 5,
1.2.2 ZARENIFEL IS ( Western-blotting)  {ifi Jf] RIPA %Lk
FREH LA, 1 10%SDS-PAGE Hijk 7 & i e %R 2
PVDF i, F 5%JCHg4- 057 TBST i i 30 4340, 48 )5 F
Dock10(Biorbyt, Helix Center, 3¢ [ ) fl GAPDH(Proteintech , 7,
B, EDHUALE 4C PR R . A TBST fkik 3 I, BIK 5
SHEPE, AEEIRT A 2.5%iEFLAE TBST 5 4 E i 1
/NB}F i | ECL Plus Western Blotting ¥ i7] (GE Health-
care ) far U £ (1 5t ESE
123 EARKE (IHC) AR H W IR R 2
HEFTIBEA ,0.01 mol/l EDTA 2% ik (pH 9.0) 4 T4HLIFE R , 3%
AL FERIFE 15 min, BTN IRV A AP , 136 3
JE /M A Dock 10 $ii4&(1:200, Bioss Corp, H1[H ) ,4°C iR & T E
AW . IMATiTEEE FHE 30 245N A DAB B, &
15, B Y oK, 5 R RERIR
12.4 EEBX B E (ELISA)  ARHEAGR &l Il 45k 25+
s FIBRAESD , 37 C RN 30 4344, YR 3 Ik, AR R, 37°C
SN 30 435 VAR 3 Uk AR R, 37 C RO 10 434, A
21k, 15 Zrh N EEE OD fH .
1.2.5 IGRER  SRAEERE A SAIG R FORR & R IR B
HIIG IR TERE, IR A PR R s R /N (TNM 1 4
ORI, R 2 35 B A& T 5T b Bl 3 T m
SERGEE , IS B IBCRE R, B JGIRIA SR
1.3 K&

R BE HEAT I S AR BT, BE DT 2 F iR R DT R
(T2 4, VL H 12 2020 4F 6 H 30 H , BV 1504
o BE TS RETT R E

14 SGEitA%

K Excel S ABAEIF £ BHig 4, 32 11 SPSS 21.0 #kf
MPEAEHATGE 25007, THEPORSR % bRifE2E (Meant
SD)FR , R R K2R J7 22 53 M AT REAS ¢ R 3  Jitids A6
FTUG s R R 2R COX LUl U BT 438 o R 21
TAERHE(ROC) £ 53 4T Dock 10 TEfIZ W A M EL. R H]
Kaplan-Meier 11 Log-rank 4535438 Dock10 5 £ 35 HilJ5 (1) ¢
Fo P<0.05 Ry EAGIEE L.

2 R

2.1 Dockl0 ZEREARRIEZHAFHRIEFER LR

Jilidz 20 20 Dock10 mRNA FIEE [ 6 15 /K 35 8 F9a 5%
ZH41(P<0.05), JitifE4H 2 i Dock10 SR 5ih K (2.91£ 0.15)
ng/mL, 5 THEEA4UK (1.09% 0.07 )ng/mL(t=108.845, P=0.
000), VLK1,
2.2 Dockl0 Fix 5 itz B2E G ARRERFEN X R

Dock10 ik 5 M K/ AR EE \TNM 43145 56 (P<0.
05), I SAF#E PER AR L TEE(P>0.05), HLk 1,
2.3 FEREWERMEZER COX Ebfi R B354

DA B TS R RS &, ) AF0E R s e RN
TNM 7381 7 AE 2R B \Dock10 %1k B4R &, 44 A COX L4l
SRS TS B AR, 45 5 R e (TNM 434 . bR
Dock 10 ik 35 1y fiti s F 2 TS 52 R 28 (P<0.05) . L3R 2,
2.4 Dock10 ZERHEZ BT R EI M E

HE ROC {4k /st i s, Dock 10 2 Wil (i i 28 F
RN 0.894, S A2 Wil F(E 4 1.877ng/mL (Ut =0.714,
s =0.857), BA — w2 WiiMa. TLE 2.
2.5 Dockl0 5B EETEHXR

a5 4F, V5 4 IR, 94 Bl B E A A7 30 4], ZET= 64
il Dock10 =ik BE M PO AEAAA 32 A~ A KT Dock10
fIRZRIE B FH M 52 4 . Dockl10 flRFRik B H1 5 FAEFR N
42.59%(23/54) , 5T Dock10 &3k B4 17.50%(7/40)(Lo-
grank x’=6.658,P=0.010). ULIA 3,
3 ik

Dock %% 8 142 Rho GTPase Rac Fi1 Cdc42 M5 5138
PR 10 - AR 7 S AR AL RN 25 A8 3R 2H ok, Dock SR 26 1 AT 43
A 4 KA : Dock-A . Dock-B .Dock-C 1 Dock-D, Dock-A i
Dock-B 7 [ /& GTPase Rac 1y 5c4 [, Dock-C & (A #A K
J& Rac fl Cde42 B H R A [K T, Dock-D & 42 Cdc42 11y
B RRACH R F . HEBEE 11 FEE, 4300 Dock 1 |
Dock 111, Dock FEPR GEHRAEAS S0 , A5 Mg 1 & A=k J
A B EAEFNS U AR IS AL A RS RS A
BERRVER . U588, Dock]l S5 RE AN 4 K8 5h g 2%
FHCU, Y (ARt Dock?2 2 i & —Fiuhi 1) 230 e F /K
AL , ELAT 1 i Al 3 i 20 B e R U T R R 2 Bl
i+ (ADHD )% 5 Dock 3 AHICM, AZSR 4l Hirh Dock4 ()5
A RE S BB e O 2 O e Y SR A e R
Dock 5 FiIl Dock1 St [R] %5 A 45 9 40 BEAS A v i b 1 20 ML 1Y)
HFHAER 21, Dock8 28 4% ) & Yu (0 (AR g 1tk Bl 2k mT g5 3%
Dock8 HfE Bt LR G 4E (DIDS )22



- 2260 - MREYESS#HE  biomed.cnjournals.com Progress in Modern Biomedicine Vol21 NO.12 JUN.2021

. Nt TI N2 T2 N3 T3

° e
; B —
< 3 Dock10
o
-
i
s 4
§
’ N T
A B
5+
S
T4
s £
¢ 3 2
23
14
04

C D
& 1 Dockl0 fEREALR R ESHARHRIEER

Fig.1 Expression of Dock10 in lung cancer and adjacent tissues
Note: N: paracancerous tissue, T: lung cancer tissue, HE: hematoxylin-eosin staining. A: Expression of Dock10 mRNA in lung cancer tissues and adjacent
tissues. B: Expression of Dock10 protein in lung cancer tissues and adjacent tissues. C: The average expression of Dock10 in lung cancer and adjacent

tissues. D: Staining of Dock 10 in lung cancer tissues and adjacent tissues.
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Table 1 Relationship between expression of Dock10 and clinicopathological features of patients with lung cancer (xt s)

Average expression quantity

Clinicopathological features n of Dock10(ng/mL) Fit P
Age(years) 1.125 0.270
<55 44 2.94+ 0.24
>55 54 2.89% 0.20
Gender 1.973 0.052
Male 77 2.95+ 0.20
Female 21 2.85+ 0.24
Smoking history 1.323 0.189
Yes 68 2.97+ 0.30
No 30 2.89% 0.21
Tumor size(cm) 6.159 0.000
<3.0 76 2.42+ 0.13
230 22 4.62+ 0.28
TNM stage 13.781 0.000
I 60 2.45% 0.17
I 29 3.17+ 0.26
111 9 5.15+ 0.30
Degree differentiation 11.549 0.000
High 68 2.30+ 0.14
Medium 20 3.52+ 0.12

Low 10 5.85% 0.20
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Table 2 Cox proportional hazards regression analysis of prognostic factors in patients with lung cancer

Variable b SE HR 95%CI Wald »* P
Gender -0.359 0.318 1.473 0.763~2.843 4.759 0.249
Age -0.071 0.473 0.909 0.434~1.906 1.478 0.801
Smoking history 0.011 0.005 1.977 1.468~2.439 8.944 0.001
Tumor size 0.076 0.377 0.800 0.358~1.789 3.154 0.587
TNM stage -0.569 0.356 2.000 1.101~3.636 7.015 0.023
Degree differentiation 0.688 0.298 4.695 2.397~6.194 9.456 0.000
Expression of Dock 10 0.297 0.221 2.862 1.078~3.600 7.487 0.035
ROC Curve o Dock10
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Fig.2 ROC curve of Dock10 in the diagnosis of lung cancer
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