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ABSTRACT Objective: To evaluate the relationship between postoperative cognitive dysfunction and intestinal flora imbalance in
elderly mice. Methods: Twenty pathogen-free healthy male mice C57BL/6J mice, aged 16-17 months, weighing 28-35 g, were divided in-
to 2 groups (n=10 each) by random number table method: control group (group A) and operation group (group AS). Exploratory laparoto-
my was performed in AS group. Fecal and serum samples were collected 48 hours after the operation. The fecal intestinal bacterial abun-
dance was detected by 16S rDNA sequencing. The serum levels of IL-1, IL-6 and TNF-« levels were detected by ELISA. Morris water
maze test was performed at 3 days after surgery. Results: Compared with group A, the escape latency was significantly prolonged, the
time of Probe Trains in the target quadrant was reduced (P<<0.05). o diversity and B diversity analysis showed that levels of phylum (6
species) and genus (15 species) in as group were significantly changed (P<<0.05). There was no significant difference in the expression of
IL-1B, IL-6 and TNF-a between the two groups (P>>0.05). Conclusion: The intestinal dysbacteriosis may be related to the pathogenesis
of postoperative cognitive dysfunction in aged mice.
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Table 1 Indexes of Morris water maze test of the two groups(n=10, xt )

Groups Average speed (cm/s) Escape latency(s) Time in the target quadrant (s)
AS 19.42+ 3.30 35.45+ 13.54° 15.45+ 1.95°
A 20.52+ 3.00 26.71% 12.14 26.09+ 3.27

Note: compared with the A group, *P<<0.05.
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Fig.2 PCOA analysis based on Unifrac distance
Note: A: PCoA on unweighted UniFrac, n=10, P<<0.05; B: PCoA on weighted UniFrac, n=10, P<<0.05.
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Fig.3 Comparison of phylum and genus between different groups
Note: compared with group A; P<0.05.
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Table 2 Serum proinflammatory markers of the two groups(n=10, xt s)

Proinflammatory factors A AS P value
IL-6 (pg/mL) 10.36% 0.66 1125+ 1.28 0.08
IL-1B3 (pg/mL) 12.46+ 1.36 13.34+ 1.02 0.14

TNF-q (pg/mL) 54.77+ 791 58.20% 3.89 0.26
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BEPERNRG L RE )07
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