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ABSTRACT Objective: To explore and analyze the multi-drug resistant infection and drug resistance of tertiary hospitals in Xin-
jiang in recent three years. Methods: 1100 patients who were hospitalized in the tertiary hospitals in Xinjiang from January 2016 to De-
cember 2018 were selected as subjects. All the patients were investigated and detected multi-drug resistant infections and drug resistance.
Analyzed the dangerous effects of multi-drug resistant influence factors. Results: 20 patients were diagnosed among the 1100 patients as
multi-drug resistant bacteria, and the infection rate was 1.8%, showing a significant increase trend (P<0.05). 20 strains of pathogens were
detected in these 20 patients, including 10 strains of Methicillin-resistant Siaphylococcus aureus, 6 strains of Extended-spectrum B-lacta-
mase bacteria, and 4 strains of Vancomycin-resistant enterococci. Methicillin-resistant Staphylococcus aureus, Extended-spectrum B-lac-
tamase-producing bacteria, Vancomycin-resistant enterococci have high sensitivity to nitrofurantoin, imipenem, and piperacillin, and have
low sensitivity to gentamicin, ampicillin, ceftazidime and levofloxacin. Multivariate logistic regression analysis showed that except age,
the number of external catheter days, hospital stay, diabetes, the use of antibiotics >2, combined with chronic lung disease, combined
with cardiovascular disease, arteriovenous catheterization and use of ventilator were the influencing risk factors for multidrug-resistant in-
fection in hospitalized patients (P<0.05). Conclusion: From 2016 to 2018 years, multi-drug resistant infections in tertiary hospitals in Xin-
jiang region increased year by year, which are mainly methicillin-resistant Staphylococcus aureus. The number of external catheter days,
hospital stay, diabetes, use of antibiotics >2, combined with chronic lung disease, cardiovascular disease, arteriovenous catheterization,
use of ventilator are risk factors for multidrug-resistant infection in hospitalized patients. In clinical treatment, the factors of contact infec-
tion and infection control should be effectively reduced according to the patient's own condition. At the same time, the type and dose of
antibiotics should be reasonably selected according to the results of drug susceptibility test to prevent the spread of multi-drug resistant
bacteria in the hospital.
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Table 1 Comparison of infection rates of multi-drug resistant bacteria [n (%)]

Years n Multi-drug resistant infection Ratio
2016 300 2 0.7
2017 400 7 1.8
2018 400 11 2.8

F 32.157
P 0.000
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Table 2 Sensitivity of multi-drug resistant bacteria to antibiotics [n (%)]
Lev- Nitrofuran-
Bacterial species Strain Ceftazidime ) Imipenem  Piperacillin ~ Gentamicin ~ Ampicillin )
ofloxacin toin
Methicillin-resistant
10 000.0%)  3(30.0%)  8(80.0%)  7(70.0%)  2(20.0%)  1(10.0%)  9(90.0%)
Staphylococcus aureus
Extended-spectrum p-lactamase
. ‘ 6 3(50.0%)  3(50.0%)  6(100.0%)  3(50.0%)  0(0.0%) 000.0%)  6(100.0%)
producing bacteria
Vancomycin-resistant enterococci 4 2(50.0%) 0(0.0%) 4(100.0%)  4(100.0%) 2(50.0%) 0(0.0%) 4(100.0%)
*3 SEMHBEBLENSERS(0=20)
Table 3 Multivariate analysis of multi-drug resistant infections (n=20)
Variable B SE Wald P OR (95%CTI)

External catheter days 0.323 0.178 34.119 0.000 1.893(1.541-2.386)

Hospital stay 0.627 0.208 34.396 0.000 2.154(1.82-2.737)

Diabetes 0.451 0.196 28.175 0.000 2.041(1.885-2.786)

Ages -0.037 0.393 0.914 0.332 -

Use antibiotics > 2 species 0.841 0.434 4215 0.026 2.828(1.845-10.324)
Combined chronic lung disease 0.547 0.192 6.643 0.014 12.732(3.464-20.125)
Combined with cardiovascular disease 1.032 0.328 11.326 0.000 20.604(3.847-40.712)

Arteriovenous catheter 1.182 0.473 7.921 0.000 3.255(1.832-8.763)

Using a ventilator 0.789 0.448 4.635 0.000 2.972(1.425-5.683)
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