DREYESSHE  biomed.cnjournals.com  Progress in Modern Biomedicine Vol20 NO.8 APR.2020 - 1425 .

doi: 10.13241/j.cnki.pmb.2020.08.006

RPN2 5P 4 B B i A R 7 A *

AE% R OED ok FOE O R R R
(1 BEREFRE R ER FORE m® B4 710038;2 28 ER L HE ERE ML NE e B4 710038)

AE BH KT 4% 9 2 (ribophorin I, RPN2) 2 AT 28 JOLAT /5 (HCC) 28R+ 9 & ik Fexf HCC %4 & A 693% 7 , Bl i 547 RPN2
2T AT HepG2 2 it A K An 5 ET R VE R . F7ik: AR S 9% 2040 T ik A= HCC A 367% K 4038, KB & A= mRNA /K- #il HCC 20
g9 RPN2 89 %1k, FIRF o4 RPN2 5 HCC &% 6 R A # i) X 2 BTG R M, dt—F AR MTS e 5 5 R 5 5 2 5%
HepG2 @m i #0m) RPN2 x&2m it £ K 49 4E A . 4552 .98 I AT IR 2048 +F ,RPN2 Fapk % ik 5 88.78%, % & & 4 AT LA 4% *F ,RPN2 [a £
Kk B 74.49%; JF AP RPN2 e 3% % 5.80% 3.15, 5% FAFL04% RPN2 &% 4 % 2.13+ 1.59, F/ 2042+ RPN2 £k B %
LAA(P<0.001), 3 MNAFREA2% H #48 (35 522 41T 5% ) F RPN2 #9 mRNA E A K- B A 2 %715 (39 P<0.001), 98 4 AT % 2
RPN2 # ik K -F 5 b 7 242 (P=0.004) . I B4 2 (P=0.012)F= TNM 421 (P=0.009 )48 % ; RPN2 & 4 ik ¢4 & % Zh £ 54 (0S)Fe
KA K % A2 (RFS )4 RPN2 & % ik 09 % % 42(0S: P=0.027;RFS: P=0.036) , /T % HepG2 2m st 4 RPN2 s RNA /& , Zm i &
KieH BELApH], G518 RPN2 A58 ¥ £k B 3913  RPN2 o4 £k 5 I3 60 T ik B A % RPN2 2 352k T8 aa i K
X818 RPN2; U5 ; & K I 0 Jo i %

hE4KS:R-33;R735.7 SCERARIRAD:A 3IEHHE:1673-6273(2020)08-1425-06

Prognostic Value of RPN2 in Hepatocellular Carcinoma and Its Effect on the

Growth of Hepatocellular Carcinoma Cells*
DA Xiu-wei', ZHANG Bel', SHANG Yun'!, WANG Lin', ZHANG Hong-xin', ZHAO Chao™
(1 Departement of Pain Treatment, Second Affiliated Hospital, the Fourth Military Medical University, Xi'an, Shaanxi, 710038, China;

2 Departement of Neurology, Second Affiliated Hospital, the Fourth Military Medical University, Xi'an, Shaanxi, 710038, China)

ABSTRACT Objective: To explore the expression of Ribophorin II (RPN2) in hepatocellular carcinoma (HCC) and its effect on the
survival of HCC patients, and to analyze the effects of RPN2 on the growth of HepG2 cells. Methods: The protein and mRNA expression
of RPN2 in HCC patients was analyzed by immunohistochemical (IHC) staining and public data of HCC, and to analyze its relationship
between the expression of RPN2 and clinicopathological features and prognosis of HCC patients. The effects of RPN2 on the growth of
HCC cells were detected by using MTS and cloning formation experiment in HepG2 cells. Results: In 98 HCC tissues, the RPN2 positive
expression rate was 88.78%, and the RPN2 positive expression rate was 74.49% in the para-carcinoma tissue. The RPN2 staining score
was 5.80% 3.15 in HCC tissue, and the RPN2 staining score was 2.13+ 1.59 in the para-carcinoma tissue, the expression of RPN2 in
HCC was significantly increased (P<0.001). The expression of RPN2 mRNA in three public data of HCC (522 cases) was also
significantly increased (All P<0.001). RPN2 expression was related to tumor diameter (P=0.004), portal vein invasion (P=0.012) and
TNM staging (P=0.009) in 98 HCC patients. The overall survival (OS) and recurrence-free survival (RFS) of HCC patients with high
expression of RPN2 were shorter than those with RPN2 low expression (OS: P=0.027; RFS: P=0.036). The cell growth was significantly
inhibited with the transfection of RPN2 siRNA in HepG2 cells. Conclusion: The expression of RPN2 in HCC was significantly increased,
and the expression of RPN2 was related to the progression of HCC. RPN2 promoted HCC cell growth.
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Table 1 The data information of HCC chip public

Accession No. Platform Probes/Genes HCC Sample No. Patient Ethnicity = Etiology Source URL
Affymetrix Human Genome . .
http://www.ncbi.nlm.nih.
U133A 2.0 Array 22277/13518 .
GSE14520 247 Chinese HBV gov/geo/query/acc.cgi?
Affymetrix HT Human Genome ~ 22268/14181
acc=GSE14520
U133A Array
http://www.ncbi.nlm.nih.
Rosetta/Merck Human RSTA .
GSE22058 43483/18503 96 Chinese HBV gov/geo/query/acc.cgi?
Affymetrix 1.0
acc=GSE22058
http://www.ncbi.nlm.nih.
Rosetta/Merck Human RSTA .
GSE25097 37583/18076 268 Chinese HBV gov/geo/query/acc.cgi?

Affymetrix 1.0

acc=GSE25097
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Fig.1 Expression level of RPN2 in HCC patients A: Immunohistochemical staining of RPN2 in HCC tissues and corresponding peritumor tissues;

B: HE staining of HCC tissues and corresponding peritumor tissues

(Note: *, P<0.05; **, p<0.01)
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Fig.2 Expression level of RPN2 in public HCC patients data set
(Note: *, P<0.05; ** p<0.01)
% 2 RPN2 RiAFRS HCC BEIGRFFIEMNHERXE
Table 2 Correlation analysis of RPN2 expression level and clinical features in HCC patients
RPN2 expression
Variables No. of cases ¥’ P value
Low High
All 98 49 49
Age 0.373 0.542
<55 48 26 22
>=55 50 24 26
Gender 0.641 0.424
Female 17 7 10
Male 81 42 39
HBsAg 0.710 0.399
Negative 6 2 4
Positive 92 47 45
AFP (png/mL) 1.475 0.225
<200 46 26 20
>=200 52 23 29
Maximum diameter of lesion 8.167 0.004
<5 42 28 14
>=5 56 21 35
PVTT 6.376 0.012
No 83 46 37
Yes 15 3 12
TNM stage 6.874 0.009
+1I 75 43 32
n+1v 23 6 17
Differentiation grade 3.600 0.058
I+1I 63 36 27
111 35 13 22

Abbreviations: HBsAg, hepatitis B surface antigen; AFP, o -fetoprotein; PVTT, portal vein tumor thrombosis; TNM, tumor-nodes-metastases.
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Fig.3 The relationship between expression level of RPN2 and postoperative overall survival and recurrence-free survival of HCC patients
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Fig.4 The expression of RPN2 in groups were measured by RT-PCR and Western blot
7 siCtrl AXFER/ANTFHE B EL; siRPN2-1/2 5 RPN2 INFHEF L *, P< 0.05; **, P<0.01,
Note: siCtrl: Control siRNA; siRPN2-1/2: siRNAs against RPN2; *, P< 0.05; **, P<0.01.
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Fig.5 Cell growth by MTS assay after transfection of siRNA with HepG2
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