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ABSTRACT Objective: To investigate the relationship between the expression of miR-21 and miR-182 in esophageal cancer and
clinicopathological features and prognosis. Methods: 84 patients with esophageal cancer who underwent surgery in our hospital from
April 2011 to July 2013 were enrolled. The cancer tissues and paracancerous normal tissue were taken as test specimens. The expression
levels of miR-21 and miR-182 in cancer tissues and paracancerous normal tissues were compared. The relationship between the expres-
sion of miR-21 and miR-182 in esophageal cancer and clinicopathological features and prognosis were analyzed. Results: The relative
expression levels of miR-21 and miR-182 in cancer tissues were significantly higher than those in paracancerous normal tissues (P<0.05).
The expression of miR-21 in esophageal cancer patients was not correlated with age, gender, tumor size and differentiation degree (P>0.05),
and it was correlated with clinical stage and lymph node metastasis(P<0.05). The expression of miR-182 in esophageal cancer tissues was
not correlated with age, sex and tumor size (P>0.05), and it was correlated with differentiation degree, clinical stage and lymph node
metastasis (P<0.05). The median survival time of patients with high expression of miR-21 and miR-182 in esophageal cancer tissues was
lower than that in patients with low expression(/<0.05). Conclusion: The expression of miR-21 and miR-182 in esophageal cancer tissues
is related to some clinicopathological features and prognosis of patients, and it is expected to become a new therapeutic target for
esophageal cancer.
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Table I Comparison of expression levels of miR-21 and miR-182 in cancer tissues and paracancerous normal tissue in esophageal cancer patients(xt s)

Tissue name n miR-21 miR-182
Cancer tissue 84 7.15+ 1.58 10.56% 1.86
Paracancerous normal tissue 84 1.39+ 0.98 6.41% 1.37
t 28.394 16.465
P 0.000 0.000
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2 HEREEEBALAH miR-21.miR-182 HRIESIERFEIHERI X R n(%)

Table 2 Relationship between expression of miR-21 and miR-182 and clinicopathological features in esophageal cancer n(% )

miR-21 miR-182
Pathological features N Highexpression Low expression X P Highexpression Low expression X P
(n=43) (n=41) (n=42) (n=42)
<60 years 44 20(45.45) 24(54.55) 20(45.45) 24(54.55)
Age 1.217  0.270 0.764  0.382
=60 years 40 23(57.50) 17(42.50) 22(55.00) 18(45.00)
Male 54 25(46.30) 29(53.70) 28(51.85) 26(48.15)
Gender 1.449  0.229 0.207 0.649
Female 30 18(60.00) 12(40.00) 14(46.67) 16(53.33)
<5cm 43 21(48.84) 22(51.16) 18(41.86) 25(57.14)
Tumor size 0.195  0.659 2.335 0.127
2 5cm 41 22(53.66) 19(46.34) 24(58.54) 17(41.46)
Moderately high
50 25(50.00) 25(50.00) 19(38.00) 31(62.00)
Differentia-  differentiation
0.070  0.791 7.115 0.008
tion degree Poorly
34 18(52.94) 16(47.06) 23(67.65) 11(32.35)
differentiated
Clinical I-11 stages 62 27(43.55) 35(56.45) 25(40.32) 37(59.68)
5.533 0.019 8.868 0.003
stages M-IV stages 22 16(72.73) 6(27.27) 17(77.27) 5(22.73)
Lymph node No 56 23(41.07) 33(58.93) 23(41.07) 33(58.93)
. 6.885 0.009 5.357 0.021
metastasis Yes 28 20(71.43) 8(28.57) 19(67.86) 9(32.14)
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