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ABSTRACT Objective: To investigate the expression of microRNA-223 (miR-223) in colon cancer and its influence and mecha-
nism on the invasion and migration of HT-29 cells. Methods: The expression of miR-223 in colon cancer and adjacent tissues was detected.
miR-223 mimics (miR-223 mimics, miR-223 mimics group) and microRNA unrelated sequences (miR-223 NC, NC group) were trans-
fected into colon cancer HT-29 cells by liposome transfection.Detection of miR-223 and TWIST expression in transfected cells by Real-
time PCR, Western blot was used to detect the protein expression of TWIST, and Tranwell was used to detect the cell migration and inva-
sion. Double luciferase reporter gene was used to detect the effect of miR-223 on the promoter activity of TWIST gene. Transwell migra-
tion and invasion assay was used to detect the migration and invasion of human colon cancer cell line HT-29 transfected with miR-223
mimics and TWIST siRNA. Results: The expression of miR-223 was significantly higher than that of the adjacent colon (P<0.05). Com-
pared with the blank control group and miR-223 NC group, the expression of miR-223 in HT-29 cells transfected with miR-223 mimics
increased significantly (P<0.05). Compared with the negative control group and the empty transfection group, the number of cells pene-
trated by miR-223 mimics transfection group increased significantly (P<0.05), and the cell invasion ability of miR-223 mimics transfec-
tion group increased significantly (P<0.05). Compared with miR-223 NC group and blank control group, the expression of TWIST gene
mRNA and protein in HT-29 cells transfected with miR-223 mimics increased significantly (<0.05). Double luciferase analysis showed
that TWIST was the downstream target gene of miR-223. The migration and invasion ability of HT-29 cells co transfected with TWIST
siRNA and miR-223 mimics was significantly weaker than that of HT-29 cells alone transfected with miR-223 mimics (P<0.05). Conclu-
sions: miR-223 may promote the migration and invasion of HT-29 cells by up regulating the level of downstream target gene TWIST.
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Fig.l Expression of miR-223 in HT-29 cells transfected with miR-223 mimics
Note: A: expression diagram of green fluorescent protein; B: miR-223 relative expression level; Compared with the control group and miR-223 NC group,
*P<0.05.
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Fig.2 Effect of miR-223 mimics on the migratlon of HT-29 cells
Note: A: Crystal violet chromatogram of cell migration ability (x 200); B: Comparison of the number of migrating cells in each group; Compared with the
control group and miR-223 NC group, *P<0.05.
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Fig.3 Effect of miR-223 mimics on the invasiveness of HT-29 cells
Note: A: Crystal violet chromatogram of cell invasiveness (X 200); B: Comparison of the number of cell invasiveness in each group; Compared with the

control group and miR-223 NC group, *P<0.05.
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Fig.4 Effect of miR-223 mimics on TWIST mRNA and protein expression in HT-29 cells
Note: A: Relative expression of TWIST mRNA; B: Western blot results; C: Relative expression of TWIST protein; Compared with the control group and
miR-223 NC group, *P<0.05.
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Fig.6 Silencing TWIST inhibits migration and invasion of HT-29 cells induced by miR-223
Note: A: Crystal violet chromatogram of cell migration ability (x 200); B: Comparison of the number of migrating cells in each group; C; Crystal violet
chromatogram of cell invasiveness (x 200); D: Comparison of the number of cell invasiveness in each group; Compared with the miR-223 mimics group

and miR-223 mimics+siRNA-NC group, *P<0.05.
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