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ABSTRACT Objective: To explore the clinical value of serum microRNA-335 in predicting the prognosis of differentiated thyroid
cancer treated with radical thyroidectomy and iodine 131 nail clearance. Methods: The relative expression level of serum microRNA-335
of 100 differentiated thyroid cancer patients were detected 2 weeks after accepting radical thyroidectomy (total thyroidectomy + ipsilateral
central lymphadenectomy) combined with 1311 thyroid remnant ablation by RT-qPCR. The correlation between the relative expression
level of microRNA-335 and the Pearson correlation analysis was used to analyze the correlation between recurrence time and recurrence
time. Results: The Serum microRNA-335 levels in 100 patients with differentiated thyroid cancer after radical thyroidectomy and iodine
131 nail clearance 2 weeks after treatment were significantly lower than those before treatment(P<<0.0001), Serum microRNA-335 levels
in 15 relapsed patients were significantly higher than those in non-relapsed patients(P<<0.05), and There was a significant positive corre-
lation between recurrence time and recurrence time(P<<0.0001). Conclusion: Increased serum microRNA-335 levels in patients with dif-
ferentiated thyroid cancer after radical thyroidectomy and iodine 131 thyroidectomy may be helpful in predicting recurrence.
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Table 1 Comparison of the change rate of microRNA-335 in different patients after treatment

Item n() miR-335(2+* " P
Age(years)
<45 41 5.87+ 0.81 0.064
2 45 59 537+ 0.72
Sex
Male 39 5.22+ 0.69 0.082
Female 61 5.46x 0.55
Pathological type
Papillary carcinoma 62 6.0l 0.72 0.093
Follicular carcinoma 38 5.92+ 0.43
Tumor location
Unilateral 55 5.77+ 0.33 0.121
Bilateral 45 5.83+ 0.41
Tumor size
<lcm 53 5.92+ 0.49 0.076
= ]cm 47 5.76 0.51
UICC stages
I 46 5.82+ 0.72 0.064
v 54 5.71% 0.63
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Fig.1 Relative expression of serum microRNA-335 of patients before and
after treatment

7E:*P<<0.05,**P<<0.005, ***P<<0.0001.
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Fig.2 After treatment, the relative expression of serum microRNA-335 in
relapsed patients was significantly higher than that in non-relapsed patients
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Fig.3 Relative expression of serum microRNA-335 was positively

correlated with relapse time after treatment in patients with relapse
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