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ABSTRACT: Epstein-Barr virus (EBV) is a human v-herpes virus which has an infection rate up to 90% in population. After
infecting the host cells, EBV stays latent in the cells for life-long period. Under certain inducement, it will transforms from latent
infection into lytic infection, which may trigger genesis of several types of malignant tumors. LMP1 and LMP2, the two key latent
membrane proteins encoded by EBV, are anchored in the lipid raft region of the host cell membrane, interacting with signaling
molecules, such as families of TRAF, Caspase and STAT. LMP1 and LMP2, involved in many signaling pathways, are considered
closely related to lymphoproliferative diseases and tumorigenesis through cell migration and apoptosis. This article summarizes and
discusses the structure/function of LMP1 and LMP2, focusing on their roles of gene expression regulation and signal transduction
pathways in host cells, aiming to pave road for EBV pathogenesis research and related vaccine R&D.
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Fig.1 Structure of LMP1
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RS TT AR BT AR H ARE E G . 78 B 48Mirh ,LMP1
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LMP1-PQQAT motif H1{¢) Thr*® 5 TRAF3 Y Asp™ JE il & 5k,
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% 1 (TNFR1-associated Death Domain Protein, TRADD)%% 4
TRADD 24 N L IF 2 5 2 K5 516 il ik, 76 TNF
{55 E g i B H: TNFR-1 FISZRAH BARE 220 / 95 AR
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