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ABSTRACT: MicroRNAs are a class of non-coding RNA molecules that are widely involved in various biological processes. There
are complex interactions between host cellular microRNAs and viruses during viral infections. The expression of host cellular microRNAs
is significantly altered in the influenza virus infection. The virus can utilize some microRNAs to achieve immune escape, while the host
can also trigger a series of anti-influenza virus responses through changes in microRNAs expression. This article mainly reviews on the

interaction between host and virus at the microRNAs level, in order to better understand the pathogenesis of the influenza virus and pro-

vide a new idea for the development of novel anti-influenza virus drugs.
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