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ABSTRACT: With the rapid development of the whole genome sequencing technology, a growing number of long non-coding
RNAs have been discovered and gradually become new research highlights. LncRNA HULC (highly up-regulated in liver cancer )is one
of non-coding RNAs that abnormally upregulated in hepatocellular carcinoma while involved in the regulation of various malignant
biological behaviors including tumor cell proliferation, anti-apoptosis, invasion and epithelial-mesenchymal transition. With the
deepening of the study, HULC was found dysregulated in various digestive neoplasms, including gastric cancer, pancreatic cancer,
colorectal cancer and many others, and different molecule mechanisms have been demonstrated to be involved in tumor progression. To
sum up, it is expected to become the new biomarker and accurate molecular target of therapy. This review briefly presented the relevance
between HULC and digestive neoplasms together with the underlying regulatory mechanisms.
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