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ABSTRACT Objective: This article aims to explore the role of NFE2L1 in the development of esophageal squamous cell carcinoma
and offer a new idea for the treatment and prognosis evaluation of esophageal squamous cell carcinoma. Methods: Through collecting 40
cases of surgical specimens which were diagnosed as esophageal squamous cell carcinoma and its corresponding para-cancerous tissues
in NSMC's affiliated hospital from 2016 to 2017 and downloading GEO sequencing data from the NCBI database, the expression of
NFE2LI1 will be analyzed from quantitative PCR, immunohistochemistry and bioinformatics analysis. Results: NFE2L1 expression was
positive in 31 esophageal cancer tissues(77.5%) and 17 paracancerous tissues (42.5%), the remarkable difference between the two groups
was statistically significant (P<0.001). This article revealed further that NFE2L1's positive expression was correlated with the degree
differentiation of Tumor Cell and the transfer of lymphatic metastasis (P<0.05). However, there was no statistic significance in different
age, gender, depth of infiltration and different parts. GEO analysis showed that NFE2L1 was highly expressed in esophageal squamous
cell carcinoma (P<0.01), but it did not reach the threshold criterion of significant difference (i.e. the change multiple was less than 2
times). Conclusions: NFE2L1 is highly-expressed in esophageal squamous cell carcinoma and its expression is closely related to the
occurrence and development of esophageal cancer.
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Table 1 GEO data information of gene expression profiles in esophageal squamous cell carcinoma

GEO accession Tumor Adjacent Platform
Esophageal GSE23400 53 53 (paried) Affymetrix Human Genome U133A Array
Cancer GSE38129 30 30(paried) Affymetrix Human Genome U133A Array

1.6 Git=aHHh

K F SPSS19.0 Geit R k47404 HAR BB 76 &
ZH VRN 52 2 2 A A 22 3k i LR O € K56 H
o 32k PR IR ORI B e 55 A0 280 p 1) B M e ik 3R
BOXT x> ke ot s B bR R A B S 20 2 b 3Rk 5 I RS

PGB OC R R X 5, AT K0 /K E 0=0.05,P<<0.05
ERAGIFE L.

2 R

2.1 NFE2L1 ER ESEAAMEZHARHRIAER



- 3708 - MREYMESSHE biomed.cnjournals.com Progress in Modern Biomedicine Vol.18 NO.19 OCT.2018

NFE2L1 [ 32 2305 T, Ay e o T4k
U NFE2LL e ftl o, H 2 AR A5 (1 1), B
MR b oR DL o (0R, A LT s (R . e AT ik
Kl NFE2LL £ 8 B SV 9 IR I 00, 455 R e 2

411 NFE2L1 JIPERIA N 77.5%(31/40) , W 55 5 T e X 490
SF AU NFEQLL (YRR L (17/40, 42.5% ), 22 5 RATSE 7T
2228 Y (x>=10.208,P<<0.001,% 2),

3 2 NFE2L1 E R EEHE RES HATHRIE

Table 2 Expression of NFE2L1 in esophageal squamous cell carcinoma and paracancerous tissue

Groups n

NFE2L1 [n (%)]

Esophageal squamous 20
cell carcinoma

Paracancerous tissue 40

+ -
31(77.5%) ** 9(22.5%)
17(42.5%) 23(57.5%)

i 5EEERLE, **P<0.001,

Note: compared with the paracancerous tissue, **P<0.001.
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Fig.1 Expression of NFE2L1 in esophageal squamous cell carcinoma and paracancerous tissue

Note: A, B: Immunohistochemical staining of NFE2L1 in paracancerous tissue; C, D: Immunohistochemical staining of NFE2L1 in cancer tissue.

T: cancer tissue, N: paracancerous tissue.
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Fig.2 Expression of NFE2L1 in esophageal squamous cell carcinoma and paracancerous tissues was detected by quantitative PCR
Note: compared with the paracancerous tissue in each group, *P<0.05, **P<0.001, NS: not significant,
#1-#6: sample number, T: cancer tissue, N: paracancerous tissue.
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Table 3 Expression of NFE2L1 in esophageal squamous cell carcinoma and its relationship with clinicopathological characteristics
Clinicopathological NFE2L1 N
. n Positive rate x? P
characteristics Positive Negative
Age (year)
<60 8 6 2 75.0% 0.036 0.849
= 60 32 25 7 78.1%
Gender
Male 28 22 6 78.6% 0.062 0.804
Female 12 9 3 75.0%
Lymph node metastasis*
Yes 14 7 7 50.0% 9.341 0.002
No 26 24 2 92.3%
Degree of differentiation*
Poorly differentiated 16 15 1 93.8% 4.308 0.044
Middle and high differentiation 24 16 8 66.7%
Depth of infiltration
Submucous layer 12 9 3 75.0% 0.099 0.952
Superficial myometrium 6 5 1 83.3%
Deep myometrium 7 5 2 71.4%
The whole layer 15 12 3 80.0%
Position
Upper 12 10 2 83.3% 3.072 0.215
Center 22 18 4 81.8%
Lower 6 3 3 50.0%

i BARH EREBRMERELLE, *P<0.05,

Note: Positive expression of target protein in cancer tissue, *P<0.05.
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Fig.3 GEO analysis NFE2L1 expression in esophageal squamous cell carcinoma and paracancerous tissue

Note: A: GSE23400 database NFE2L1 expresses scatter plot; B: GSE38129 database NFE2L1 expresses scatter plot.

T: cancer tissue, N: paracancerous tissue.
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