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ABSTRACT: The research of liver-related diseases has made significant progress in past years, but the pathogenesis of liver diseases
is complex and is not fully understood as yet. Long non-coding RNA (IncRNA), non-coding RNA variant, does not have a function of en-
coding proteins. Prior studies reported that IncRNA played a significantly regulatory role in the epigenetic, transcriptional and post-tran-
scriptional levels of the physiological and pathological processes of multiple liver diseases, suggesting that IncRNA may be a new break-
through of treatment. This paper reviewed the function and mechanism of long non-coding RNA on liver diseases. Firstly, we introduced
the functionalities of IncRNA, and provided four research steps in bioinformatics field including screening, identification, predication and
verification. Then we reviewed up-to-date research results on IncRNA 1in the liver fibrosis, liver cirrhosis, liver cancer and liver transplan-
tation, and further discussed possible research and application prospects of the IncRNA in liver diseases in future. This review was to help
the researchers to fully understand the research progress and the biological functions of IncRNA molecule associated with liver diseases,
and also provided theoretical basis and reference for the mechanism and treatment of liver diseases in the following study.
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