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ABSTRACT Objective: To explore the expression and clinical significance of plasma methylated Sept9 gene in patients with col-
orectal cancer. Methods: A total of 87 patients with colorectal cancer (colorectal cancer group), 79 patients with colorectal polyps (col-
orectal polyps group), who were confirmed by pathology in shanxi province people's hospital from January 2015 to March 2017, and 93
healthy volunteers (healthy control group) were chosen as subjects. The Quantitative Real-time Polymerase Chain Reaction (PCR) tech-
nique was used to detected the methylated of Sept9 gene in peripheral blood plasma. The positive expression rates of methylated Sept9
gene in the three groups were compared. The relationship between positive expression of methylated Sept9 gene and pathological fea-
tures of colorectal carcinoma was analyzed. Results: The positive expression rates of plasma methylated Sept9 gene in the colorectal can-
cer group, the colorectal polyps group and the healthy control group were 71.26% (62/87), 5.06% (4/79) and 3.23% (3/93) respectively,
the differences were statistically significant (P<0.05). The positive expression of plasma methylated Sept9 gene was not related to the
gender, age, tumor location, pathological type, vascular invasion and nerve invasion in the patients with colorectal cancer (P>0.05), but
related to the maximum tumor diameter, infiltrating depth, differentiation degree, lymphatic metastasi and TNM staging (P<0.05). The
positive expression rate [71.26%(62/87))] of plasma methylated Sept9 gene in the patients with colorectal cancer were higher than that
54.02% (47/87) of serum CEA, 35.63% (31/87) of CA199, 33.33% (29/87) of CA724 and 21.84% (19/87) of CA125, the differences
were statistically significant (P<0.05). Conclusion: The plasma methylated Sept9 gene is highly expressed in the patients with colorectal
cancer, so early detection of the expression level of the methylated Sept9 gene has important significance in the early diagnosis and as-
sessment of colorectal cancer.
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A 5T A BT A Bl ¥R B SPSS18.0 R {4t 47 45 1124 4y
Br, H3L4L Sept9 KL . CEA .CA199 CA724 #1 CA125 fHPER
IR ARETTEHOR LR (% ) H3d , 2R T x* K ; LA P<<0.05 Dy 22
RAGITEE L

2.1 ZHBAELY Septo HFPAEREE LR

—HH AL Sept9 B A FRIA AR LA, Z RA ST
2R (P<0.05), 45 E a2 SE 4k Sept9 FE A FH I 28 2K 55
Sl FE B e BN SR A, ZREESITEE L
(P<<0.05), W3 1,

2 BR
x| ZHREA Sept9 EERMERIZE LK [n(%)]
Table 1 Comparison of methylated Sept9 gene positive rates among three groups[n(%)]
Groups n Positive of methylated Sept9 gene  Negative of methylated Sept9 gene

Colorectal cancer group 87 62(71.26) 25(28.74)
Colorectal polyps group 79 4(5.06)* 75(94.94)
Healthy control group 93 3(3.23)* 90(96.77)

x2 41.214

P 0.000

Note: Compared with colorectal cancer group, *P<0.05.

2.2 REAL Septd EEAMERIA SEEME B E IR K RIEFHE
S5 H A 87 I b R AR AR R R R
I3 A AR AD PR AR R 3 TP SR AL Sept9 SR BH R

IR, RIS L (P>0.05); F 54k Sept9 %k [H [H
PR G R i K AR GRIETRE ORI S5 . TNM
A 2(P<<0.05), IL3E 2.

R 2 ARIGRFRESHER S ERREEE R EL Sept9 EEAMERIEZE LA ([n(%)]

Table 2 Comparison of methylated Sept9 gene positive rates among patients with colorectal cancer with different clinical pathological characteristics [n(%)]

Methylated Sept9 gene

Clinical pathological characteristics n x? P
Positive Negative
<60 48 33(68.75) 15(31.25)
Age( years) 0.894 0.772
2 60 39 29(74.36) 10(25.64)
Male 54 38(70.37) 16(29.63)
Gender 0.483 0.817
Female 33 24(72.73) 9(27.27)
Proximal 19 15(78.95) 4(21.05)
Tumor location 1.337 0.325
Distal 68 47(69.12) 21(30.88)
Maximum tumor < 5cm 53 31(58.49) 22(41.51)
7.638 0.012
diameter >5cm 34 31(91.18) 3(8.82)
SM1 22 9(40.91) 13(59.09)
Infiltrating depth
SM2 65 53(81.54) 12(18.46) 7.411 0.015
High 21 12(57.14) 9(42.86)
Differentiated
Medium 51 39(76.47) 12(23.53)
degree 5.133 0.031
Low 15 11(73.33) 4(26.67)
Glandular cancer 78 57(73.08) 21(26.92)
Pathological type 1.784 0.218
Non adenocarcinoma 9 5(55.56) 4(44.44)
Lymphatic Yes 37 30(81.08) 7(18.92)
. 4.562 0.041
metastasis No 50 32(64.00) 18(36.00)
Yes 35 26(74.29) 9(25.71)
Vascular invasion 0.025 0.978
No 52 36(69.23) 16(30.77)
Yes 70 49(70.00) 21(30.00)
Nerve invasion 0.027 0.973
No 17 13(76.47) 4(23.53)
Stage I 16 6(37.50) 10(62.50)
Stage 1T 25 20(80.00) 5(20.00)
TNM staging 6.375 0.027
Stage III 35 27(77.14) 8(22.86)
Stage IV 11 9(81.82) 2(18.18)
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Ak Sept9 i [H FH M 3% 35 2 43 Jill 5 CA724 .CA199 .CA125,
CEA PHMERIRFHILHR , 22 R it L (P<0.05), L3 3,

=3 REM Sept9 BE 5 EZMEIREWAMERIZZLRK((%)]

Table 3 Comparison of methylated Sept9 gene with positive rates of main tumor markers[n(%)]

Indexes n Positive Negative
Methylated Sept9 gene 87 62(71.26) 25(28.74)
CEA 87 47(54.02)* 40(45.98)

CA199 87 31(35.63)* 56(64.37)
CA724 87 29(33.33)* 58(66.67)
CA125 87 19(21.84)* 68(78.16)

Note: Compared with methylated Sept9 gene, *P<0.05.
3 it
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