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ABSTRACT Objective: To study the expression of ubiquitin-like with PHD and ring finger domains 1 (UHRF1) protein in ovarian
cancer tissue and the effect of UHRF1 on the proliferation and invasion of ovarian cancer cells. Methods: Ovarian cancer tissue and adja-
cent normal tissue were collected, the expresion of UHRF1 protein were detected by Westerrn blot. Ovarian cancer SKOV-3 cell was cul-
tured in vitro, UHRF1 siRNA and negative control siRNA were transfected. Then the cell viability was assayed by CCK-8 kit, cell inva-
sion capability was assayed by Transwell. Expressions of CyclinD1, CDK6, MMP2 and MMP9 mRNA were assayed by FQ-PCR.
Results: The expression of UHRF1 protein in ovarian cancer tissue was higher than that in adjacent normal tissue. The cell viability of
SKOV-3 cells and number of migrated cells transfected by UHRF1siRNA was significantly lower than that of SKOV-3 cell transfected
by negative control siRNA, the expressions of CyclinD1, CDK6, MMP2 and MMP9 mRNA were significantly decreased. Conclusions:
The expression of UHRF1 protein was significantly increased in ovarian cancer; UHRF1 could promote the proliferation and invasion of
ovarian cancer cell.
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Fig.1 Expression of UHRF1 protein in the ovarian cancer tissues and adjacent normal tissues
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Table 1 Influence of downregulation of UHRF1 expression on the viability of SKOV-3 cells

Oh 12h 18h 24h
Negative control siRNA 1.49+ 0.18 1.26+ 0.15 1.53+ 0.12 1.94+ 0.20
UHRF1siRNA 1.52+ 0.16 0.92+ 0.10° 0.68+ 0.08* 0.42+ 0.06*

Note: *P<0.05, compared with the negative control siRNA group.

2.4 UHRF1 %ix TiEx SKOV-3 R Z RIS
57t 5iIRNA12 h 18 h 24 h AT, %4t UHRFI siRNA fy4iji

(R ZEELH AL A5 1] 5 85 20 F 5 e B 4k B siRNA B4 41
(P<<0.05), Z5 R W3 2,

% 2 UHRF1 Fix FiAx SKOV-3 4R LA
Table 2 Influence of downregulation of UHRF1 expression on the invasion of SKOV-3 cells

Oh 12h 18h 24h
Negative control siRNA 24.62+ 4.18 52.26% 6.23 76.12+ 8.95 104.34+ 12.45
UHRF1siRNA 23.15% 3.79 41.34+ 5.24* 49.34+ 5.95° 61.49+ 7.73*

Note: *P<0.05, compared with the negative control siRNA group.
2.5 UHRF1 %A A% SKOV-3 G AFELZEEERN

mRNA 3% H R0
% Yt UHRF1 siRNA ff) SKOV-3 41l i CyclinD1 CDK6,

3% 3 UHRF1 F3& TiAXT SKOV-3 48Afl CyclinD1 ,CDK6,MMP2 MMP9 mRNA F3i&

MMP2 il MMP9 ) mRNA 3 A B I K 4% e B 4 % IR siR-
NA FIZ0HE(P<<0.05), 455 W3 3,

g2

Table 3 Influence of downregulation of UHRF1 expression on the expressions of CyclinD1, CDK6, MMP2, MMP9 mRNA in SKOV-3 cells

CyclinD1 CDK6 MMP2 MMP9
Negative control siRNA 100+ 14.85 100+ 12.59 100+ 13.47 100+ 15.03
UHRF1siRNA 16.69+ 1.95° 3245+ 4.49° 28.58+ 3.49* 40.19+ 5.59*

Note: ®P<0.05, compared with the negative control siRNA group.
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