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ABSTRACT Objective: The aim is to elucidate the role of zinc finger containing protein GATAG in osteogenesis. Methods: GATA6
overexpressing and knock-down MSCs stable cell line were established and be induced for osteogenesis, which were detected by alizarin
red S. The protein level of RUNX2 was detected by Western Blot, and the interaction of RUNX2 and GATA6 was examined by
co-immunoprecipitation. Results: The data shows ectopic expression of GATA6 promotes the osteogenic differentiation of bone marrow
mesenchymal stem cells and upregulates the expression of RUNX2. The protein level of RUNX2 decrease after knocking down GATA6.
Furthermore, GATAG interacts with RUNX2 revealed by co-immunoprecipitation experiment. In addition, the protein level of GATA6
decreases in OVX-MSCs compared to wild type MSCs. Conclusions: GATA6 promotes the osteogenesis of bone marrow mesenchymal
stem cells, providing a new understanding of the mechanism of osteogenesis.
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Fig. 1 Ectopic expression of GATA6 promotes osteogenesis of MSCs
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Fig.2 WB detection of the expression of RUNX2, GATA6 and Erk1/2
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Fig.3 ColP detection of the interaction of GATA6 and RUNX2
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Fig. 4 The expression of GATA6 in OVX-MSCs
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