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ABSTRACT Objective: To investigate the expression and clinical significance of HOXB7 (Homeobox B7) in human gastric cancer.
Methods: A total of 120 cases of gastric cancer tissues and matched tumor-adjacent tissues were used in this study. qRT-PCR, western
blot and immunohistochemistry were used to evaluate the expression of HOXB7 mRNA and protein levels in gastric cancer tissues and
matched tumor-adjacent tissues. Furthermore, the correlation of HOXB7 expression with the clinicopathological characteristics and the
survival of gastric cancer patients were analyzed. Prognostic factors were examined by univariate and multivariate analyses using a Cox
proportional hazards model. Results: Both the mRNA and protein expressions of HOXB7 were up-regulated in the gastric cancer tissues
compared with those matched tumor-adjacent tissues (P<0.05). The expression of HOXB7 was significantly associated with the depth of
tumor invasion, TNM stage and lymph nodes metastasis (P<0.05). There was no correlation of the HOXB7 expression with the gender,
age, histology and distant metastasis (P>0.05). Moreover, univariate and multivariate analysis revealed that high HOXB7 expression was
an independent risk factor for patients of gastric cancer. Furthermore, the disease-freesurvival rate (DFS) and overall survival rate(OS) in
the high HOXB7 expression group was significantly lower compared with the low expression group (P<0.01). Conclusion: HOXB7 was
significant highly expressed in the gastric cancer and the high expression of HOXB7 was shown to be associated with the malignant clini-
copathological features and poor prognosis of gastric cancer patients. HOXB7 expression might be a new prognostic index and a new tar-
get molecular for the treatment of gastric cancer.
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Fig.l Representative IHC images of HOXB7 expression in gastric cancer tissues and those matched tumor-adjacent tissues

A, gastric cancer tissues; B, tumor-adjacent tissues.
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Fig.2 HOXB?7 expression in gastric cancer tissues and those matched
tumor-adjacent tissues by western bloting
T, gastric cancer tissues; N, tumor-adjacent tissues; 3-actin was used as

an internal Control.
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Fig.3 HOXB7 expression in gastric cancer tissues and those matched

tumor-adjacent tissues by real-time PCR
The exprssion of HOXB7 was normalied by@-actin. P<0.05 was regarded
as statistically significant.
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Table 1 Correlation of HOXB7 expreesion with the clinical pathologic characteristics of patients with gastric cancer

HOXB7 mRNA expression(n=120)

Clinical pathologic characteristics P
Low expression(n=51) High expression(n=69)
Sex
Male 29 44 0.443
Female 22 25
Age,years
< 60 19 33 0.247
>60 32 36
Histology
Well, moderately differentiated 25 32 0.774
Poorly differentiated 26 37
TNM Stage
[, 30 25 0.014*
1L IV 21 44

Depth of Invasion
T1, T2 28 22 0.011*
T3, T4 23 47

Distant metastasis(M) status

MO 42 52 0.358
Ml 9 17
Lymph node Metastasis
Absent 30 21 <0.01*
Present 21 48

Note: P<0.05 was regarded as statistically significant.

®2 BRERZARSTEBREBETHREFRN D EFHEXHRE B
Table 2 Uni-and Multivariate Analysis Risk Factors Associated with DFS and OS of pateints with Gastric Cancer

DFS oS
Variables Univariate Analysis ~ Multivariate Analysis Univariate Analysis Multivariate Analysis
HR(95% CI) P-value  HR(95% CI) P-value HR(95% CI) P-value HR(95% CI) P-value
1.342 1.521
Sex(Malevs. Female) 0.453 - - 0.631 - -
(0.947-1.824) (0.912-1.881)
1.022 1.112
Age(S 60vs.>60) 0.331 - - 0.271 - -
(0.812-1.154) (0.891-1.675)
Differentiated degree 0.875 1.243
0451 - - 0.463 - -
(Well+ moderate vs poor)  (0.787-1.646) (0.812-1.512)
Depth of Invasion 1.012 1.543
0.051 - - 0.132 - -
(T1+T2vs. T3+T4) (0.978-1.212) (1.135-1.478)
TNM Stage( I +1lvs. I+ 1.734 1.645 1.467 1.185
0.021* 0.031* 0.035%* 0.039*
V) (1.224-2.467) (1.347-2.346) (1.181-2.321) (1.004-1.789)
Distant metastasis(Present 1.201 1.576 1.445
0.174 - - 0.014* 0.024*
vs. Absent) (0.952-1.479) (1.312-2.671) (1.134-1.946)
Lymph node Metastasis 1.469 1.544(1.215 1.758 1.101
0.031* 0.018* 0.012* 0.034*
(Present vs. Absent) (1.124-1.946) -2.014) (1.436-2.846) (1.014-1.434)
HOXB7expression(High  1.549(1.227 -2. 1.645(1.216 1.834 1.814
0.035* 0.041* 0.022* 0.034*
vs. Low) 023) -2.124) (1.246-2.496) (1.535-2.679)

Note: HR, hazard risk ratio; CI, confidence interval 95%. P value<0.05 was regarded as statistically significant.
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Fig.4 Kaplan-Meier analysis for DFS and OS of patients with gastric cancer according to HOXB7 expression

P<0.05 was regarded as statistically significant.
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