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ABSTRACT Objective: To study the expression and clinical significance of FGFR4 mRNA and protein in the breast cancer tissues
and adjacent tissues. Methods: Real-time fluorescence quantitative RT-PCR and Western blot methods were used respectively to detect
the expression of FGFR4 mRNA and protein in 52 cases of breast cancer tissues and adjacent tissues. Results: The expressions of FGFR4
mRNA and protein in the breast cancer tissues were higher than those of the adjacent tissues (p<0.05), and they were associated with the
lymph node metastasis and Her-2 expression (p<0.05), but had no correlation with the age, tumor size, degree of differentiation, ER and
PR of breast cancer (P>0.05). Conclusion: FGFR4 mRNA and protein expressions in the breast cancer tissue were relate to the lymph
node metastasis and Her-2 expression. FGFR4 mRNA and protein were expected to be the indicatiors of breast cancer metastasis and
prognosis.
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1.1.2 #xikF & RNA 2GR Trizol 3£ T35 F Invitro-
gen Carlsbad 23 A, 2 % Sl G03K F 32 [ Thermo A H] , 285
IR £ 3K T4EE QIAGEN 43w, FGFR4 JE K5 | 93K F iy L ifg
ARG, WS B-actin FEGIYLETH FigAd TARE
B, AT Z RN UASE T 2 & proteintech 24 H] ,FGFR4 4
RPEE TR RRFEAH.
1.2 Fik
1.2.1 5|4F0 PCR #2/F  FGFR4mRNA {ifi i} Premier Primer5
WA IS4, 78 NCBI Hi#r 3 FGFRAmRNA =11 514
FGFR4mRNA | % :5'-GGTGACTCCTTCACCTCCA-3', Fiiif :
5'-“AGCGGAACTTGACGGTGT3', § #& B K /N 163 bp,
B-actin [~ Jif :5-CCTGGCACCCAGCACAAT-3', T ¥if :
5'-GGGCACCCAGCACAAT, § 18 Fr Bt K/NAy 144 bp, $7HRIA
P G ERHE A T AT A, DA -80 CUKARIUL L A 4Pk
AR F ST b L0 2RI SR R, AR U BH A5 05 iz
Trizol $2HUZH 24 34 RNA, B 1 pL $2HUAY 24 RNA 7F NAN-
ODROP 2000 C 846G, M RNA 43 510 i 260
mm 1 280 mm I 2 o 1.8~2.0, K] RNA 4l 524, 1%
A AL TG e, 7E 1. 2% e i f vk 130 V,30 min, #K )5
{#i ] Bio-Rad Gel Doc XR+ BB AL 73T RNA = 4547 28 .28
.55 SEEMELER . SRS B RNA(E &) %4 58 cDNA #i
P S UL A5 0 B e SRR A T R G 5f, KRR #E4T PCR J
N o S :65 CHER 5 min, JBAEVK [, RIS AR R INGE , 42
CHFE 60 min, 70 CHIEL 5 min 55, SRJ5 AT E RO
PCR, # QuantiNoa SYBR Green PCR Kit {4 £ {5 B 43 5l A %
$U1 cDNA FGFR4 & 1514 . NS B-actin SEAHIGIH,
N FAF:95 CHnA 2 min, 95 “CAEM: 55,60 CLEA R K HEAH
10 s, HEATH 38 40 DMFFR, XF PCR =434 706 st 2 404
1% CT Zfdfi ] 2+ = kit aaiiifg CT A,
12.2 FGFR4 EE#&MN  FUBEA S RIm 2L, ATTER
AV A AT iAo, A RIPA ZE# 3, vk i
T AAT24#% 30 min, 12000 rpm 5.0 15 min, JHES I F G
TR ;T FH BCA 25 (e B e 370 6, 2 v B 5 BC i 12 %
SDS- RN BEREERIR S B, MAZER, HFTEEHEIk 90
min; 5 85 LUK 58 LUG 5688 5] PVDF i I, 4756 A5 50 min,
PERESE LIS ZIR A 5 Yo lig 2R a7 2 he HPZS RS
BUER B AR RN 22508 23 A 1:2000 1Y) FGFR4 i A
H)—%t, 1:3000 /N BT A GAPDH, i 7E 4 CvkAE %R L&
TR U H PR 7 U, 2 BN 1:5000 4% B Al 1:2000 )
FEPUNRM P, FWPEE 2 ho YRR 73R, I ECL B HUE G
WHHT 5%, 15 ] Quantiy one #4:43 B8 H B AYEE N 093
AT IR BE (BRI PN 2 46505 (0 R B0, R 75 i B8 s T e 32
kAT L3
L3 GitEHiE

K H] SPSS19.0 i, I Bk as #5314 , 411R] FLHCR
AN ST AEAS Y ¢ A6 s THECRORE IR 3R, 21 [H] L BCR T X°
R, L P<0.05 S22 5 Goit2ia o

2 R

2.1 FBREFNFL AR E AL H FGFR4 mRNA BIRIA LR

LI A LRI 52 TR AR 52 1), FLAREH LR
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1 FGFR4 mRNA 7EZ AR REFEE AR PHRILLR
Fig.1 Comparison of the FGFR4 mRNA expression between breast cancer

tissues and adjacent normal tissues

2.2 FUBRERITLAREE S E % AR FGFR4 BAMFA L

FLARIE N LRI 55 1E #2145 52 Bl , £ Western blot
o, ARYE IS B 09 554 5 NS 40 K EEEZ 1L, FLIVE
4141 FGFR4 25 (4 A #2535 5 0 (1.40% 0.13), 935 IE & 4141
i FGFR4 2K [ AB%) 321k &(1.35% 0.05), FGFR4 & [ 7F 7L IE
AP R KO 3 R TR S IE 2 1 225K(P=0.025)
TLIE 2,

1 2 3 4 5 6
FGFR4 “.“ 100KD

GAPDH

— 37KD

[ 2 Western blot FGFR4 & H7EFLARE R FLBRE S EE AR HRIE
Fig.2 Expression of FGFR4 Western protein in the breast cancer and
adjacent normal tissues of breast cancer

1, 2, 3 for breast cancer tissue;4,5,6 for adjacent normal tissue

2.3 FGFR4 mRNA ME B FE I BEA R P RE SR mER
fERX &

FGFR4 mRNA 7EFL s 414U Rk By o 02 £(1.263)
FHERZ i), FGFR4 mRNA 75 7| I 2H 21 b i) 2 3K 5 bk L 2
B (P=0.023) 1 HER-2 47 5(P<0.026), Ifii 15 F8# A4y it 7
W R HERER A2 AR (BR) A R (PR JE 5 (P>O0.
05). FGFR4 3 H7EFL IR 2 rp R IK B 02 40 (1.404) Sy 5t
FRAE , FGFR4 3 H YR 1k 1 S5k L5 56 7 A 5 (P=0.044), 5
Her-2 47 5(P=0.036); 1M 5 [ E 4RI IR 20 ] - AL AR
PR (ER) MR (PRI FRIBII T (P>0.05), WLk 1.
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Table 1 The relationship between the expression of FGFR4 mRNA and protein in breast cancer tissues and clinicopathological features

FGFR4 mRNA FGFR4 Protein
Groups Amount(n) Relaticely high Relaticely high Relaticely high Relaticely high
expression expression rate(%) P Value expression expression rate(%) P Value
Age 0.224 0.177
<50 34 19 55.9 16 47.1
>50 18 7 389 12 66.7
Clinical stages 0.254 0.087
[~1I 20 8 40.0 13 65
I~V 32 18 56.3 13 40.6
Tumor diameter
(em) 0.773 0.071
s2 19 9 47.4 6 31.6
>2 33 17 51.5 19 57.6
Degree of differentiation 0.080 0.432
Poorly
differentiation 8 6 33 10 36
Middle and high
differentiation 34 20 58.8 15 44.1
Lymph node metastasis 0.023 0.044
Positive 21 20 64.5 17 54.8
Negative 31 6 28.6 5 23.8
ER 0.734 0.120
Positive 41 20 432 22 53.7
Negative 11 6 54.5 3 27.3
PR 0.126 0.358
Positive 37 16 432 20 54.1
Negative 15 10 54.5 6 40.0
HER-2 0.026 0.036
Positive 28 18 64.3 15 53.6
Negative 24 8 333 6 25.0

Note: ER: Estrogen receptor; PR: Progesterone receptor; Her-2Human epidermal growth factor 2.

FGFR4 J& T AT A i AR K R T2 R K 2 —, HRR
PERCIR Sy FGF19, 1 HH E.455 BERS I 40 A I 1 3F T LA 2
AN B AR AR e FE R 3k LI . FGFR4 18 HA B% &R 1) 5 B
e, B B 255 IR AE FGF BURSS & F 4 shas
Pz A, o] LA R i AR 4G, U R GA B slii o Bl
AR RAR B M RN S5 1, B 2 S UM RS 40 i 14 5 A AR A 09
FGFR4 1£Z Fulitk g 33k 574 . Han Kiat Ho 45 7 SR ]
PCR Jy il 62 461l -9 F1 iE % T 2140 FGFR4mRNA K3k , 45
I FGFR4 e i@ 4H 4 g 55 1F 1 P 21635 1 %5 . Qlan Z R
SEUXE 137 (AN [+ [ 5 A 45 T (AR B 2 20 10 511 8
HE T & I FGFR4 25 1176 H A< 102 (il FImEEK 35 4
TR IR Y 57.8%F 62.8%, Ti7EIEF FEAARLA LR
2$3k . Gowardhan B 2552 ] Western blot J5 346 M %t 57 il Hif
Bl IR AN 26 5] KPR S AR 412N FGFR4 6 FAY KB 4550 R

FGFR4 TERTA i 2 4 rh ik i i 2 T RERTHI IR 2
XIS R 5 IAT A SY FGFR4 7EZL I 4P 3Rk 45 21
F3AEMARTE] . Roberta Lelis Dutra 252005 122 451 112 0 1 i
IR 20 P 95 2 3 A ALY DNA, S0 20 A 32 R 45 SR R
FGFR4 X415 5 Wk EL 45 BRPE A i) R R FET-H 6. #
Jik ) 45 IR S BE9 5 RT-PCR J7 vE A6 T 126 451 i i i
FRS IE 4141 FGFR4, 455K FGFR4 1Eilifa 1 24 g5
IERHBARKN L TR, X 5RATWATSE FGFR4 7E2L IR
AP RIK S TAR—FE, ATRE AR A T 2 /DA 56 T R 5
MR SURTRIAG 5%, Wit/n FGFR4 TEAR[RIZH U n] RE T AE
AFEEHR

A< 55 Fl RT-PCR 5 45il] FGFR4 mRNA 7E 2L i 20 21
K fgss IE WA SUh Rk, 4558 Bn FLIRE 4 20 () FGFR4
mRNA FR S TRFIEF AL, 2REBHRITFE . #r
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FGFR4 7EFL I AL R R B P T RERA —EE . 45 al
PR BRARFAE HE 47 AR 5 70 BT, FGFR4 mRNA TEFL I 41 281 P
RIKGWREEH R Her-2 A —E MK FR, #2275 FGFR4 H]fE
SR EEHRAT . TS AR /N G RS0 R
ER PR S5 JCH ARG ] Western blot 5 Bkl 52 {4 3L i
FEAHZ R I 58 1B W 4P FGFR4 2 FAAHN Feik i, 459 0oR
FGFR4 H eSSBSV P Rk TS IEw A8, 4
14 55 11 PR BELAREAE 43 BT 1 7%, FGFR4 3% 35 5 bk B 45 5% 4% il
Her-2 21 IEARSG. Meijer D 45 ™) 5T & IUAE FL IR i 4141
FGFR4 mRNA FROK-F-4 i 5 (835 Fils A )R & - Bange
J SEPISEE A B FGFR4 JETEZ LRI 1 i 3153215 5 Her-2
FIEAOCHE. Nadu R SEPERTFY A LIS (6 ¥ FGFR4 Jk
PRSP SN Nt Z I RTA LU EP S i S €M o A Ei
TIRFFESE AR . IR SE 50 34K B FGFR4 7L IR 214 h 3%
T PR AT RE S FLIE A — E RO . R IMR A R A
S A R AR AR R A AN A AR R A
B AR MRS 10 IR AR S MU . FGFRA JEZ (K%
RIRWBER G P — 51, TEARSCE LR U5 b 2 W15 3
M. FGFRA RIRETEFLEIE it fe b Mk 454 8 70 Her-2 £7
—EMEH]. {H FGFR4 7£53F 7K P iid A2 ) BAA L A
BT EHE— LRI
2 ik ,FGFRA (EFLIRE 418U i =ik, vl e 2 5 7LIR
P BT R R SR LA B R O A B P W LR b L 25 5
B B UG M A A7 R B S H AR
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