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ABSTRACT: MicroRNA-664(miR-664) may play an important role in the development of cancer according to recent studies. Aber-
rant expression of miR-664 can be detected comparing with adjacent non-cancer tissues of patients, and it exerts different biological func-
tions resting with its low or high expression in diseases. MiR-664 has been proved to be involved in proliferation, cell cycle, tissue regen-
eration and other biological processes. However, the functions of miR-664 in the field of metabolism, apoptosis and autophagy need
deeper investigation. Further studies on the specific functions of miR-664 will contribute to the application of MicroRNA-664 in the field
of gene targeting diagnosis and therapy.
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