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ABSTRACT Objective: To investigate the expression and clinical significance of Iroquois homeobox gene IRX1 in human glioma.
Methods: 4 groups of glioma tissues and adjacent normal brain tissues form the same patient were collected, respectively. Another 54
glioma tissue samples were prepared too, of which 21 were classified as low-grade [5 pilocytic astrocytomas (WHO I) and 16 diffuse as-
trocytomas (WHO 1II)] and 33 were classified as high-grade gliomas [14 anaplasia astrocytomas (WHO III) and 19 primary glioblastomas
(WHO 1V)]. The expression of IRX1 gene in glioma cells (U87, U373, LN229 and T98G) was detected by PCR. And the expression of
IRX1 protein in glioma tissues was verified by western blot and ITHC. Results: IRX 1 gene was expressed in U373, LN229 and T98G cells,
but no expression in U87 cells and adjacent normal brain tissues. Furthermore, the results of western blot and IHC showed that the ex-
pression levels of IRX1 protein was higher in glioma tissues than in normal tissues (P<0.05), and a high level of IRX1 expression was
significantly more common in glioma tissues of more advanced grade than those of lower grade (P<<0.05). Conclusion: IRX1 might in-
volve in the regulation of onset and progress of glioma, of which the expression was related to the grade of carcinoma, indicating that
IRX1 might be used as an indicator for evaluation of prognosis and malignancy level as well as targeted molecular therapy of human ma-
lignant glioma.
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Table 1 The clinical features of 54 patients

Gender n (%) Agen (%) Total
Features
Male Female >55 <55
WHO [ 3 2 4 1 5
WHO 11 12 4 10 6 16
WHO III 10 4 9 5 14
WHO IV 9 10 12 7 19
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Fig.1 The expression of IRX1 in glioma cell lines and normal tissues

analyzed by PCR
Mr: 100 bp DNA Ladder Marker
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Fig. 2 The protein expression level of IRX1 in glioma tissues detected by

Western blot analysis
N: Normal tissue, G: Glioma tissue. Tissues in the same group are from

same patient.
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Fig.3 The protein expression level of IRX1 in glioma tissues detected by IHC analysis
GI: Glioma WHO I (+), GII: Glioma WHO II (++), GIII: Glioma WHO III(+++), GIV: Glioma WHO IV(+++).
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