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ABSTRACT Objective: Recent studies suggest that HMGBI plays an important role in tumorigenesis and carcinoma malignant
transformation. This study aims to examine the expression of HMGBI1 in gastric cancer tissues and normal tissues, gastric cancer cell
lines (SGC-7901, BGC-823, HGC-27, AGS) and human gastric mucosa epithelium cell line (GES). Methods: Immunohistochemistry
staining was used to assess HMGBI1 expression in 32 cancerous tissues and normal tissues from the resected gastric samples. RT-PCR
and Western-blot were performed to determine HMGB1 mRNA level and protein level in gastric cancer cells, including SGC-7901,
BGC-823, HGC-27, AGS and GES. Results: The overexpression of HMGBI1 was found in cancerous tissues compared with normal
tissues (P<0.05). Furthermore, we found that the mRNA level of HMGB1 was all high in SGC-7901, BGC-823, HGC-27, GES and AGS
measured by RT-PCR. In addition, we also found that the protein level of HMGB1 was higher in SGC-7901, BGC-823, HGC-27 than
GES and AGS measured by Western blot. Conclusions: The expression of HMGBI is significantly different between gastric cancerous
tissues and normal tissues. The expression of HMGBI are higher in SGC-7901, BGC-823 and HGC-27 than the other gastric cell lines,
thus these cell lines are suitable for HMGB1 gene knock down analysis in the subsequent work.
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Fig.1 Immunohistochemistry staining of HMGBI in tissue( x 200)

Note: A. Normal tissues; B. Cancerous tissues.
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Tablel Statistics of HMGBI1 expression in cancerous tissues and normal tissues

HMGBI expression score

Group Sample Positive rate% Statistics
0(-) 1(+) 0(++) 0(+++)
Cancerous
] 32 2 5 15 10 93.75% U=293.5 Z=-3.079
tissues
Normal tissues 32 8 10 11 3 75% P<0.05

Note: P<<0.05 Cancerous group compared with normal group.
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Fig.2 Expression of mRNA HMGBI in five cell lines by RT-PCR
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Fig.3 Expression of HMGBI protein in five cell lines by Western-Blot
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